
SEQUENCE LISTING 



<120> VEGF-B AND PDGF MODULATION OF STEM CELLS 

<130> 28967/39140B 

<140> US 10/772,927 

<141> 2004-02-04 

<150> US 60/445,021 

<151> 2003-02-04 

<150> US 60/471,412 

<151> 2003-05-16 

<160> 30 

<170> Patentln version 3.2 

<210> 1 

<211> 570 

<212> DNA 

<213> Homo sapiens 

<400> 1 



accatgagcc 


ctctgctccg 


ccgcctgctg 


ctcgccgcac 


tcctgcagct 


ggcccccgcc 


60 


caggcccctg 


tctcccagcc 


tgatgcccct 


ggccaccaga 


ggaaagtggt 


gtcatggata 


120 


gatgtgtata 


ctcgcgctac 


ctgccagccc 


cgggaggtgg 


tggtgccctt 


gactgtggag 


180 


ctcatgggca 


ccgtggccaa 


acagctggtg 


cccagctgcg 


tgactgtgca 


gcgctgtggt 


240 


ggctgctgcc 


ctgacgatgg 


cctggagtgt 


gtgcccactg 


ggcagcacca 


agtccggatg 


300 


cagatcctca 


tgatccggta 


cccgagcagt 


cagctggggg 


agatgtccct 


ggaagaacac 


360 


agccagtgtg 


aatgcagacc 


taaaaaaaag 


gacagtgctg 


tgaagccaga 


cagccccagg 


420 


cccctctgcc 


cacgctgcac 


ccagcaccac 


cagcgccctg 


acccccggac 


ctgccgctgc 


480 


cgctgccgac 


gccgcagctt 


cctccgttgc 


caagggcggg 


gcttagagct 


caacccagac 


540 


acctgcaggt 


gccggaagct 


gcgaaggtga 








570 



<210> 2 

<211> 188 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mat_jpept ide 
<222> (22) . . (188) 

<400> 2 

Met Ser Pro Leu Leu Arg Arg Leu Leu Leu Ala Ala Leu Leu Gin Leu 
-20 ~ -15 -10 



-1- 



Ala Pro Ala Gin Ala Pro Val Ser Gin Pro Asp Ala Pro Gly His Gin 
-5 -11 5 * 10 



Arg Lys Val Val Ser Trp lie Asp Val Tyr Thr Arg Ala Thr Cys Gin 
15 20 25 



Pro Arg Glu Val Val Val Pro Leu Thr Val Glu Leu Met Gly Thr Val 
30 35 40 



Ala Lys Gin Leu Val Pro Ser Cys Val Thr Val Gin Arg Cys Gly Gly 
45 50 55 



Cys Cys Pro Asp Asp Gly Leu Glu Cys Val Pro Thr Gly Gin His Gin 
60 65 70 75 



Val Arg Met Gin lie Leu Met lie Arg Tyr Pro Ser Ser Gin Leu Gly 
80 85 90 



Glu Met Ser Leu Glu Glu His Ser Gin Cys Glu Cys Arg Pro Lys Lys 
95 100 105 



Lys Asp Ser Ala Val Lys Pro Asp Ser Pro Arg Pro Leu Cys Pro Arg 
110 ' 115 120 



Cys Thr Gin His His Gin Arg Pro Asp Pro Arg Thr Cys Arg Cys Arg 
125 130 135 



Cys Arg Arg Arg Ser Phe Leu Arg Cys Gin Gly Arg Gly Leu Glu Leu 
140 145 150 155 



Asn Pro Asp Thr Cys Arg Cys Arg Lys Leu Arg Arg 
160 165 

<210> 3 

<211> 624 

<212> DNA 

<213> Homo sapiens 

<400> 3 



atgagccctc 


tgctccgccg 


cctgctgctc 


gccgcactcc 


tgcagctggc 


ccccgcccag 


60 


gcccctgtct 


cccagcctga 


tgcccctggc 


caccagagga 


aagtggtgtc 


atggatagat 


120 


gtgtatactc 


gcgctacctg 


ccagccccgg 


gaggtggtgg 


tgcccttgac 


tgtggagctc 


180 


atgggcaccg 


tggccaaaca 


gctggtgccc 


agctgcgtga 


ctgtgcagcg 


ctgtggtggc 


240 


tgctgccctg 


acgatggcct 


ggagtgtgtg 


cccactgggc 


agcaccaagt 


ccggatgcag 


300 


atcctcatga 


tccggtaccc 


gagcagtcag 


ctgggggaga 


tgtccctgga 


agaacacagc 


360 


cagtgtgaat 


gcagacctaa 


aaaaaaggac 


agtgctgtga 


agccagacag 


ggctgccact 


420 



-2- 



ccccaccacc 


gtccccagcc 


ccgttctgtt 


ccgggctggg 


actctgcccc 


cggagcaccc 


480 


tccccagctg 


acatcaccca 


tcccactcca 


gccccaggcc 


cctctgccca 


cgctgcaccc 


540 


agcaccacca 


gcgccctgac 


ccccggacct 


gccgccgccg 


ctgccgacgc 


cgcagcttcc 


600 


tccgttgcca 


agggcggggc 


ttag 








624 



<210> 4 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> matj>eptide 
<222> (22) . . (207) 

<400> 4 

Met Ser Pro Leu Leu Arg Arg Leu Leu Leu Ala Ala Leu Leu Gin Leu 
-20 -15 -10 



Ala Pro Ala Gin Ala Pro Val Ser Gin Pro Asp Ala Pro Gly His Gin 
-5 -11 5 10 



Arg Lys Val Val Ser Trp lie Asp Val Tyr Thr Arg Ala Thr Cys Gin 
15 20 25 



Pro Arg Glu Val Val Val Pro Leu Thr Val Glu Leu Met Gly Thr Val 
30 35 40 



Ala Lys Gin Leu Val Pro Ser Cys Val Thr Val Gin Arg Cys Gly Gly 
45 50 55 



Cys Cys Pro Asp Asp Gly Leu Glu Cys Val Pro Thr Gly Gin His Gin 
60 65 70 75 



Val Arg Met Gin lie Leu Met lie Arg Tyr Pro Ser Ser Gin Leu Gly 
80 " 85 90 



Glu Met Ser Leu Glu Glu His Ser Gin Cys Glu Cys Arg Pro Lys Lys 
95 100 105 



Lys Asp Ser Ala Val Lys Pro Asp Arg Ala Ala Thr Pro His His Arg 
110 115 120 



Pro Gin Pro Arg Ser Val Pro Gly Trp Asp Ser Ala Pro Gly Ala Pro 
125 130 ~ 135 



-3- 



Ser Pro Ala Asp He Thr His Pro Thr Pro Ala Pro Gly Pro Ser Ala 
140 145 150 155 



His Ala Ala Pro Ser Thr Thr Ser Ala Leu Thr Pro Gly Pro Ala Ala 
160 165 170 



Ala Ala Ala Asp Ala Ala Ala Ser Ser Val Ala Lys Gly Gly Ala 
175 180 185 



<210> 5 

<211> 13 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 

<221> misc_feature 

<222> (2) 

<22 3> Xaa = any or unknown amino acid 

<220> ; 

<221> misc_feature 

<222> (5) . . (7) 

<22 3> Xaa = any or unknown amino acid 
<220> 

<221> misc_feature 

<222> (10) 

<22 3> Xaa = any or unknown amino acid 

<400> 5 

Pro Xaa Cys Val Xaa Xaa Xaa Arg Cys Xaa Gly Cys Cys 
15 10 



<210> 


6 






<211> 


2108 






<212> 


DNA 






<213> 


Homo sapiens 






<220> 








<221> 


misc feature 






<222> 


(2002) 






<223> 


n = a, c, g, 


or 


t 


<220> 








<221> 


misc feature 






<222> 


(2065) 






<223> 


n = a, c, g, 


or 


t 


<220> 








<221> 


misc feature 






<222> 


(2070) 






<223> 


n = a, c, g, 


or 


t 



<220> 

<221> misc_feature 

<222> (2089) 

<223> n = a, c, g, or t 

<400> 6 



ccccgccgtg 


aataaactct 


caccccaatc 


aaccaaataa 


acct ct tcaa 


ac t tc t ccta 


60 


ataacatcta 


ccctaaccaa 


ccaaaaacaa 


aaaactcaaa 

Z3 V— Ci VJ 


caaaat ccaa 


cc taaataat 

v^ Vp- c y C--*- c ci y i— 


120 


MUU ' — ' — — • VwCiy V- 


t - t 1 - rraaraa 


raaaaaaraa 

ci c*. y y cl ci c*. y 


o araaaaf ac 


aaaafrrf ca 

c*c*.y c* i_ v»- v_» ' — l» c» 


aca t aaaaaa 

yea. y ciy ciy ci 


180 


attatfacta 


tahrfartaa 

L y I— V_ L- d ^ — C. WW 


taaaaat" a i" t" 


L- a. * — . c* y i — V_, CLC4. 


aa t"ttcct"ca 

y y v- l. v» v»- Vw ' — v_> ca 


t*acttatcca 

L Ci v_- V. C- Ci w Vk> Vw Ci 


24 0 


aaaaat" ^ pcrcr 

QJLCAG-4 L— CA V^. M V-j 


tcttaat at - a 

I — Vw Ik. V— y y !w Ci 1^. yj 


oa era t - 1~ aat* a 

Ciyj C*. 1— C*. M l_ C*, 


npant a era no 

z_J v* c*. y i_ cj. v- j ay y 


aaaatatata 

uacici l y i— C4, i_ y 


aat scssnt' t 

y ci i — ci Vw ci ci v_ i_ i— 


300 


acatttaata 


aaaaatttaa 

wuay u c C v-yy 


act t" cjsficjpic 


PT'acraacia t~ a 


aca t at araa 

ci Vk- ci. c c* v«y v^ ci ci 


atataatttt 

y v- ci c-y ci i_ c i_ u 


360 


ataaaaat - ta 

y ^-Ky way c i— ^y 


anas a cccaa 

^-ly y C4.C4.lw Vw V — UM 




QLa l. i_ciyyyv- 


y*-LyyLyLyy 


1 1 c t era fart" 

c, v. Vw c- y y i — ci Vw C- 


42 0 


ata.cca.aaaa 


aacaaatttc 


taaaaaaaat 


caaat taaaa 

uu.«u c- ciy y c*. 


t aaaat t tat 


atctaatoaa 


480 


tattttcctt 


ctaaaccaaa 


at tctacatc 


cactacaaca 


ttatcatacc 


acaat tcaca 


540 


gaagctgtga 


atccttcaat 

C- w CA 


acta ccccct - 


tcaact ttac 


cactaaacct 


arttaat/aat* 


600 


gctataactg 


cct ttagtac 


ct taaaaaac 


ct tat tcaat 


at ct tgaacc 


aaaaaaataa 


660 


cagttggact 


tagaagatct 


atataggcca 


act tggcaac 


t t ct tggcaa 


aacttttatt 


720 


1 1 taaaaaaa 


aatccaaaat 


aataaatc ta 


aaccttctaa 

C4.C4. v». \w* i_ c. w c ua 


c aaaaaaaat 

Vw ay Qy y uy y c 


aaaat t a tac 

c*.ciy ci c- v- ci c- civ-* 


780 


aac tacacac 


ctcataactt 

Vk. »~- V-» V-J V** CV LAVk* C C- 


ct caatatcc 


at aaaaaaaa 

c*. c ciciy y y wwy 


aactaaaaaa 

C4.C4.Vj- V- CjC4\C4.V-J C4.VJ 


a a ccaa t~ acc 

cici Vw v—y ci c. ct. Vw Vw 


840 


a t* t* 1 1" c t crcrr" 

CA C** C»» v^< ^-j V— 


caaal - t at ct 

v-> ciy y *■» v»y L» L 


cct an t~ t~ a a a 


L»y v-» v. y i— y y y 


ocra a f t tnt~ no 

y y cv ci Vw c y c» y v-> 


pfnt* t*nt* pt"p 

Vw 1 — y C Ly Ik- Vw L V_- 


900 


V— • CA V^CiCA C» ' ~i 


a t na a t at ra 

Cl L~ C4.C4. 1— 1— CI 


atot~citf^r^r*a 

C* I— VJ * — v^ C*. 


anr , aaaot"t~a 

ci y v_- c*. cj. ci y i— ' — a. 


rt" 333333 f 3 

V — Ik. Ci Ci Ci Ci Ci Ci 1 — Ci 


P 1 P*3P , PI3PTPTt" C 
Vw Vw ciVwy ci y y l c 


960 


ctt caattaa 

Vp. C- Ik* V- CA V-» C- Ci 


aaccaaaaac 

VH C4. V** C4.C4. C4.^H CI V*- 




aaa 1 1~ ck23.cs 


Ci Ci c- Vw ci Vw i — v_- ci Vw 


raarataarr 

Vk-yc*Vk-y L.vyy VwVw 


1020 


c toaaararr 

V_- C- y y Ciy Vw Ci Vw Vw 


af aaoaaot a 


t aact~atcitcr 


uyL- ciy cxy y y c* 


y l ci c- Qyy ciy y 


3 t" 3 PIP 1 P'PTP , 3 t~ 
ci L- ciy LL.yL.aL 


1080 


caccaccaar 






caat desot' a 

\_ciy cy \_ciy y 


ac t aa 1 1 c t a 

y Vw c y c* c i_ Vw c ci 


t~ f aaa era a p*a 

l LayayaaLy 


1140 


t~ 3 p np*at" t* a t* 

La. uy L ci L 




aci lull, cty L L, 


y L L LyL L LLa 


Ciy y CiL. v- LLLL 


qlllll ciy y Cl 




tttacaatac 


at" t ct aaaaa 

C*. Ik* Iw* v> CLwaCLM 


aaaaaaraf c 


aaaraaaat t 

C4.C4.C4.V-* C4.V-J C4C4 L L 


aaaaat t at a 


paap3Qpt" ct 

c-aaeay l- l l l 


1260 


t" t - taaaaaaa 


aacct" aaaaa 


Ct.L'Clvj y Civy c*.C*,Cl 


a aat ct t ca a 

ciy y i — l> L, i_ v— cl a 


t Cat PTPJ3 3 3 PJ 
c v-.y Lyy ci ci ci y 


aaaattaaat 

Cl d Ci Cl L LddCLL 


1320 


gttgtattaa 


atagatcacc 


agctagtttc 


agagttacca 


tgtaegtatt 


ccactagctg 


1380 


ggttctgtat 


ttcagttctt 


tcgatacggc 


ttagggtaat 


gtcagtacag 


gaaaaaaact 


1440 


gtgcaagtga 


gcacctgatt 


ccgttgcctt 


gcttaactct 


aaagctccat 


gtcctgggcc 


1500 


taaaatcgta 


taaaatctgg 


attttttttt 


ttttttttgc 


tcatattcac 


atatgtaaac 


1560 


cagaacattc 


tatgtactac 


aaacctggtt 


tttaaaaagg 


aactatgttg 


ctatgaatta 


1620 


aacttgtgtc 


rtgctgatag 


gacagactgg 


atttttcata 


tttcttatta 


aaatttctgc 


1680 


catttagaag 


aagagaacta 


cattcatggt 


ttggaagaga 


taaacctgaa 


aagaagagtg 


1740 



-5- 



gcct tatct t 


cac t t tat eg 


ataagtcagt 


ttatttgttt 


cattgtgt ac 


atttttatat 


1800 


tctccttttg 


acat tataac 


tgt tggct tt 


tctaatcttg 


ttaaatatat 


ctatttttac 


1860 


c aaagg t a t 1 


taatattctt 


t t t tatgaca 


acttagatca 


actattttta 


get tggtaaa 


1920 


tttttctaaa 


cacaattgtt 


atagecagag 


gaacaaagat 


ggatataaaa 


atattgttgc 


1980 


cctggacaaa 


aatacatgta 


tntccatccc 


ggaatggtgc 


tagagttgga 


ttaaacctgc 


2040 


attttaaaaa 


acctgaattg 


ggaanggaan 


ttggtaaggt 


tggecaaanc 


ttttttgaaa 


2100 


ataattaa 












2108 



<210> 7 

<211> 345 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Ser Leu Phe Gly Leu Leu Leu Val Thr Ser Ala Leu Ala Gly Gin 
1 5 10 15 



Arg Arg Gly Thr Gin Ala Glu Ser Asn Leu Ser Ser Lys Phe Gin Phe 
20 25 30 



Ser Ser Asn Lys Glu Gin Asn Gly Val Gin Asp Pro Gin His Glu Arg 
35 40 45 



lie lie Thr Val Ser Thr Asn Gly Ser lie His Ser Pro Arg Phe Pro 
50 55 60 



His Thr Tyr Pro Arg Asn Thr Val Leu Val Trp Arg Leu Val Ala Val 
65 70 75 80 



Glu Glu Asn Val Trp lie Gin Leu Thr Phe Asp Glu Arg Phe Gly Leu 
85 90 95 



Glu Asp Pro Glu Asp Asp lie Cys Lys Tyr Asp Phe Val Glu Val Glu 
100 ~ 105 * 110 



Glu Pro Ser Asp Gly Thr lie Leu Gly Arg Trp Cys Gly Ser Gly Thr 
115 120 125 



Val Pro Gly Lys Gin lie Ser Lys Gly Asn Gin lie Arg lie Arg Phe 
130 135 140 



Val Ser Asp Glu Tyr Phe Pro Ser Glu Pro Gly Phe Cys lie His Tyr 
145 150 155 160 



-6- 



Asn lie Val Met Pro Gin Phe Thr Glu Ala Val Ser Pro Ser Val Leu 
165 170 175 



Pro Pro Ser Ala Leu Pro Leu Asp Leu Leu Asn Asn Ala lie Thr Ala 
180 185 190 



Phe Ser Thr Leu Glu Asp Leu lie Arg Tyr Leu Glu Pro Glu Arg Trp 
195 200 205 



Gin Leu Asp Leu Glu Asp Leu Tyr Arg Pro Thr Trp Gin Leu Leu Gly 
210 215 220 



Lys Ala Phe Val Phe Gly Arg Lys Ser Arg Val Val Asp Leu Asn Leu 
225 230 235 240 



Leu Thr Glu Glu Val Arg Leu Tyr Ser Cys Thr Pro Arg Asn Phe Ser 
245 250 255 



Val Ser lie Arg Glu Glu Leu Lys Arg Thr Asp Thr lie Phe Trp Pro 
260 265 270 



Gly Cys Leu Leu Val Lys Arg Cys Gly Gly Asn Cys Ala Cys Cys Leu 
275 280 285 



His Asn Cys Asn Glu Cys Gin Cys Val Pro Ser Lys Val Thr Lys Lys 
290 295 300 



Tyr His Glu Val Leu Gin Leu Arg Pro Lys Thr Gly Val Arg Gly Leu 
305 310 ~ "* 315 ~ 320 



His Lys Ser Leu Thr Asp Val Ala Leu Glu His His Glu Glu Cys Asp 
325 330 335 



Cys Val Cys Arg Gly Ser Thr Gly Gly 
340 345 



<210> 


8 




<211> 


2253 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(176) 


. . (1288) 


<400> 


8 





cgctcggaaa gttcagcatg caggaagttt ggggagagct cggcgattag cacagcgacc 6 0 

cgggccagcg cagggcgagc gcaggcggcg agagcgcagg gcggcgcggc gtcggtcccg 12 0 
ggagcagaac ccggcttttt cttggagcga cgctgtctct agtcgctgat cccaa atg 178 



-7- 



Met 
1 



cac egg etc ate ttt gtc tac act eta ate tgc gca aac ttt tgc age 226 
His Arg Leu lie Phe Val Tyr Thr Leu lie Cys Ala Asn Phe Cys Ser 
5 10 15 

tgt egg gac act tct gca acc ccg cag age gca tec ate aaa get ttg 274 
Cys Arg Asp Thr Ser Ala Thr Pro Gin Ser Ala Ser lie Lys Ala Leu 
20 25 30 

cgc aac gee aac etc agg cga gat gag age aat cac etc aca gac ttg 322 
Arg Asn Ala Asn Leu Arg Arg Asp Glu Ser Asn His Leu Thr Asp Leu 
35 40 45 



tac cga aga gat gag acc ate cag gtg aaa gga aac ggc tac gtg cag 370 
Tyr Arg Arg Asp Glu Thr He Gin Val Lys Gly Asn Gly Tyr Val Gin 
50 55 60 65 

agt cct aga ttc ccg aac age tac ccc agg aac ctg etc ctg aca tgg 418 
Ser Pro Arg Phe Pro Asn Ser Tyr Pro Arg Asn Leu Leu Leu Thr Trp 
70 75 80 

egg ctt cac tct cag gag aat aca egg ata cag eta gtg ttt gac aat 4 66 

Arg Leu His Ser Gin Glu Asn Thr Arg He Gin Leu Val Phe Asp Asn 
85 90 95 

cag ttt gga tta gag gaa gca gaa aat gat ate tgt agg tat gat ttt 514 
Gin Phe Gly Leu Glu Glu Ala Glu Asn Asp He Cys Arg Tyr Asp Phe 
100 105 ' 110 

gtg gaa gtt gaa gat ata tec gaa acc agt acc att att aga gga cga 562 
Val Glu Val Glu Asp He Ser Glu Thr Ser Thr He He Arg Gly Arg 
115 120 125 

tgg tgt gga cac aag gaa gtt cct cca agg ata aaa tea aga acg aac 610 
Trp Cys Gly His Lys Glu Val Pro Pro Arg He Lys Ser Arg Thr Asn 
130 135 140 145 

caa att aaa ate aca ttc aag tec gat gac tac ttt gtg get aaa cct 658 
Gin He Lys He Thr Phe Lys Ser Asp Asp Tyr Phe Val Ala Lys Pro 
150 155 160 

gga ttc aag att tat tat tct ttg ctg gaa gat ttc caa ccc gca gca 706 
Gly Phe Lys He Tyr Tyr Ser Leu Leu Glu Asp Phe Gin Pro Ala Ala 
165 170 175 

get tea gag acc aac tgg gaa tct gtc aca age tct att tea ggg gta 754 
Ala Ser Glu Thr Asn Trp Glu Ser Val Thr Ser Ser He Ser Gly Val 
180 185 190 

tec tat aac tct cca tea gta acg gat ccc act ctg att gcg gat get 802 
Ser Tyr Asn Ser Pro Ser Val Thr Asp Pro Thr Leu He Ala Asp Ala 
195 200 205 

ctg gac aaa aaa att gca gaa ttt gat aca gtg gaa gat ctg etc aag 850 
Leu Asp Lys Lys He Ala Glu Phe Asp Thr Val Glu Asp Leu Leu Lys 
210 215 220 225 

tac ttc aat cca gag tea tgg caa gaa gat ctt gag aat atg tat ctg 898 
Tyr Phe Asn Pro Glu Ser Trp Gin Glu Asp Leu Glu Asn Met Tyr Leu 
230 235 240 



-8- 



gac acc cct egg tat cga ggc agg tea tac cat gac egg aag tea aaa 94 6 

Asp Thr Pro Arg Tyr Arg Gly Arg Ser Tyr His Asp Arg Lys Ser Lys 
245 ~ 250 255 

gtt gac ctg gat agg etc aat gat gat gee aag cgt tac agt tgc act 994 
Val Asp Leu Asp Arg Leu Asn Asp Asp Ala Lys Arg Tyr Ser Cys Thr 
260 " 265 270 

ccc agg aat tac teg gtc aat ata aga gaa gag ctg aag ttg gee aat 1042 
Pro Arg Asn Tyr Ser Val Asn lie Arg Glu Glu Leu Lys Leu Ala Asn 
275 280 285 

gtg gtc ttc ttt cca cgt tgc etc etc gtg cag cgc tgt gga gga aat 1090 
Val Val Phe Phe Pro Arg Cys Leu Leu Val Gin Arg Cys Gly Gly Asn 
290 295 300 305 

tgt ggc tgt gga act gtc aac tgg agg tec tgc aca tgc aat tea ggg 1138 
Cys Gly Cys Gly Thr Val Asn Trp Arg Ser Cys Thr Cys Asn Ser Gly 
310 315 320 

aaa acc gtg aaa aag tat cat gag gta tta cag ttt gag cct ggc cac 1186 
Lys Thr Val Lys Lys Tyr His Glu Val Leu Gin Phe Glu Pro Gly His 
325 330 335 

ate aag agg agg ggt aga get aag acc atg get eta gtt gac ate cag 1234 
lie Lys Arg Arg Gly Arg Ala Lys Thr Met Ala Leu Val Asp lie Gin 
340 345 350 

ttg gat cac cat gaa cga tgc gat tgt ate tgc age tea aga cca cct 1282 
Leu Asp His His Glu Arg Cys Asp Cys lie Cys Ser Ser Arg Pro Pro 
355 360 * 365 

cga taa gagaatgtgc acatccttac attaagectg aaagaacctt tagtttaagg 1338 

Arg 

370 



agggtgagat 


aagagaccct 


tttcctacca 


gcaaccaaac 


ttactactag 


cctgcaatgc 


1398 


aatgaacaca 


agtggttgct 


gagtctcagc 


ettgetttgt 


taatgccatg 


gcaagtagaa 


1458 


aggtatatca 


tcaacttcta 


tacctaagaa 


tataggattg 


catttaataa 


tagtgtttga 


1518 


ggttatatat 


gcacaaacac 


acacagaaat 


atattcatgt 


ctatgtgtat 


atagatcaaa 


1578 


tgtttttttt 


ggtatatata 


accaggtaca 


ccagagctta 


catatgtttg 


agttagactc 


1638 


ttaaaatcct 


ttgccaaaat 


aagggatggt 


caaatatatg 


aaacatgtct 


ttagaaaatt 


1698 


taggagataa 


atttattttt 


aaattttgaa 


acacaaaaca 


attttgaatc 


ttgetctett 


1758 


aaagaaagca 


tcttgtatat 


taaaaatcaa 


aagatgaggc 


tttcttacat 


atacatctta 


1818 


gttgattatt 


aaaaaaggaa 


aaaggtttcc 


agagaaaagg 


ccaataccta 


agcatttttt 


1878 


ccatgagaag 


cactgcatac 


ttacctatgt 


ggactgtaat 


aacctgtctc 


caaaaccatg 


1938 


ccataataat 


ataagtgett 


tagaaattaa 


atcattgtgt 


tttttatgea 


ttttgetgag 


1998 


gcatccttat 


tcatttaaca 


cctatctcaa 


aaacttactt 


agaaggtttt 


ttattatagt 


2058 


cctacaaaag 


acaatgtata 


agctgtaaca 


gaattttgaa 


ttgtttttct 


ttgeaaaace 


2118 


cctccacaaa 


agcaaatcct 


ttcaagaatg 


gcatgggcat 


tctgtatgaa 


cctttccaga 


2178 



-9- 



tggtgttcag tgaaagatgt gggtagttga gaacttaaaa agtgaacatt gaaacatcga 2 238 
cgtaactgga aaccg 2253 



<210> 9 

<211> 370 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met His Arg Leu lie Phe Val Tyr Thr Leu lie Cys Ala Asn Phe Cys 
15 10 15 



Ser Cys Arg Asp Thr Ser Ala Thr Pro Gin Ser Ala Ser lie Lys Ala 
20 25 30 



Leu Arg Asn Ala Asn Leu Arg Arg Asp Glu Ser Asn His Leu Thr Asp 
35 40 45 



Leu Tyr Arg Arg Asp Glu Thr lie Gin Val Lys Gly Asn Gly Tyr Val 
50 55 4 60 



Gin Ser Pro Arg Phe Pro Asn Ser Tyr Pro Arg Asn Leu Leu Leu Thr 
65 70 75 80 



Trp Arg Leu His Ser Gin Glu Asn Thr Arg lie Gin Leu Val Phe Asp 
85 90 95 



Asn Gin Phe Gly Leu Glu Glu Ala Glu Asn Asp lie Cys Arg Tyr Asp 
100 105 110 



Phe Val Glu Val Glu Asp lie Ser Glu Thr Ser Thr He He Arg Gly 
115 120 125 



Arg Trp Cys Gly His Lys Glu Val Pro Pro Arg He Lys Ser Arg Thr 
130 135 140 



Asn Gin He Lys He Thr Phe Lys Ser Asp Asp Tyr Phe Val Ala Lys 
145 " 150 "* 155 160 



Pro Gly Phe Lys He Tyr Tyr Ser Leu Leu Glu Asp Phe Gin Pro Ala 
165 " 170 ~ 175 



Ala Ala Ser Glu Thr Asn Trp Glu Ser Val Thr Ser Ser He Ser Gly 
180 185 190 



Val Ser Tyr Asn Ser Pro Ser Val Thr Asp Pro Thr Leu He Ala Asp 
195 200 205 
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Ala Leu Asp Lys Lys lie Ala Glu Phe Asp. Thr Val Glu Asp Leu Leu 
210 ' 215 220 



Lys Tyr Phe Asn Pro Glu Ser Trp Gin Glu Asp Leu Glu Asn Met Tyr 
225 230 235 240 



Leu Asp Thr Pro Arg Tyr Arg Gly Arg Ser Tyr His Asp Arg Lys Ser 
245 250 255 . 



Lys Val Asp Leu Asp Arg Leu Asn Asp Asp Ala Lys Arg Tyr Ser Cys 
260 265 270 



Thr Pro Arg Asn Tyr Ser Val Asn lie Arg Glu Glu Leu Lys Leu Ala 
275 280 285 



Asn Val Val Phe Phe Pro Arg Cys Leu Leu Val Gin Arg Cys Gly Gly 
290 295 300 



Asn Cys Gly Cys Gly Thr Val Asn Trp Arg Ser Cys Thr Cys Asn Ser 
305 310 315 320 



Gly Lys Thr Val Lys Lys Tyr His Glu Val Leu Gin Phe Glu Pro Gly 
325 330 335 



His lie Lys Arg Arg Gly Arg Ala Lys Thr Met Ala Leu Val Asp lie 
340 345 350 



Gin Leu Asp His His Glu Arg Cys Asp Cys lie Cys Ser Ser Arg Pro 
355 360 365 



Pro Arg 
370 



<210> 10 
<211> 116 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> PDGF-C Core Domain 
<400> 10 

Gly Arg Lys Ser Arg Val Val Asp Leu Asn Leu Leu Thr Glu Glu Val 
15 10 15 



Arg Leu Tyr Ser Cys Thr Pro Arg Asn Phe Ser Val Ser lie Arg Glu 
20 25 30 



Glu Leu Lys Arg Thr Asp Thr lie Phe Trp Pro Gly Cys Leu Leu Val 
35 " 40 45 



Lys Arg Cys Gly Gly Asn Cys Ala Cys Cys Leu His Asn Cys Asn Glu 
50 55 60 



Cys Gin Cys Val Pro Ser Lys Val Thr Lys Lys Tyr His Glu Val Leu 
65 70 75 80 



Gin Leu Arg Pro Lys Thr Gly Val Arg Gly Leu His Lys Ser Leu Thr 
85 " 90 95 



Asp Val Ala Leu Glu His His Glu Glu Cys Asp Cys Val Cys Arg Gly 
100 105 110 

Ser Thr Gly Gly 
115 

<210> 11 
<211> 990 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (57) . . (629) 

<400> 11 

cagtgtgctg gcggcccggc gcgagccggc ccggccccgg tcgggcctcc gaaacc atg 59 

Met 
1 

aac ttt ctg ctg tct tgg gtg cat tgg age etc gec ttg ctg etc tac 107 
Asn Phe Leu Leu Ser Trp Val His Trp Ser Leu Ala Leu Leu Leu Tyr 
5 10 15 

etc cac cat gec aag tgg tec cag get gca ccc atg gca gaa gga gga 155 
Leu His His Ala Lys Trp Ser Gin Ala Ala Pro Met Ala Glu Gly Gly 
20 25 30 

ggg cag aat cat cac gaa gtg gtg aag ttc atg gat gtc tat cag cgc 203 
Gly Gin Asn His His Glu Val Val Lys Phe Met Asp Val Tyr Gin Arg 
35 40 45 

age tac tgc cat cca ate gag acc ctg gtg gac ate ttc cag gag tac 251 
Ser Tyr Cys His Pro lie Glu Thr Leu Val Asp lie Phe Gin Glu Tyr 
50 55 60 65 

cct gat gag ate gag tac ate ttc aag cca tec tgt gtg ccc ctg atg 2 99 
Pro Asp Glu lie Glu Tyr lie Phe Lys Pro Ser Cys Val Pro Leu Met 
70 75 80 

cga tgc ggg ggc tgc tgc aat gac gag ggc ctg gag tgt gtg ccc act 34 7 
Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly Leu Glu Cys Val Pro Thr 
85 90 95 
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gag gag tec aac ate acc atg cag att atg egg ate aaa cct cac caa 3 95 
Glu Glu Ser Asn lie Thr Met Gin lie Met Arg lie Lys Pro His Gin 
100 105 110 

ggc cag cac ata gga gag atg age ttc eta cag cac aac aaa tgt gaa 44 3 
Gly Gin His lie Gly Glu Met Ser Phe Leu Gin His Asn Lys Cys Glu 
115 120 125 

tgc aga cca aag aaa gat aga gca aga caa gaa aat ccc tgt ggg cct 4 91 
Cys Arg Pro Lys Lys Asp Arg Ala Arg Gin Glu Asn Pro Cys Gly Pro 
130 ~ 135 140 ~ 145 

tgc tea gag egg aga aag cat ttg ttt gta caa gat ccg cag acg tgt 53 9 
Cys Ser Glu Arg Arg Lys His Leu Phe Val Gin Asp Pro Gin Thr Cys 
150 * 155 160 

aaa tgt tec tgc aaa aac aca gac teg cgt tgc aag gcg agg cag ctt 587 
Lys Cys Ser Cys Lys Asn Thr Asp Ser Arg Cys Lys Ala Arg Gin Leu 
165 170 175 

gag tta aac gaa cgt act tgc aga tgt gac aag ccg agg egg 62 9 

Glu Leu Asn Glu Arg Thr Cys Arg Cys Asp Lys Pro Arg Arg 
180 185 " 190 

tgagceggge aggaggaagg agcctccctc agggtttegg gaaccagatc tctcaccagg 68 9 

aaagactgat acagaacgat cgatacagaa accacgctgc cgccaccaca ccatcaccat 74 9 

cgacagaaca gtccttaatc cagaaacctg aaatgaagga agaggagact ctgegcagag 809 

cactttgggt ccggagggcg agactccggc ggaagcattc ccgggcgggt gacccagcac 869 

ggtccctctt ggaattggat tegecatttt atttttcttg ctgetaaate accgagcccg 929 

gaagattaga gagttttatt tctgggattc ctgtagacac accgcggccg ccagcacact 98 9 

g 990 

<210> 12 
<211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Asn Phe Leu Leu Ser Trp Val His Trp Ser Leu Ala Leu Leu Leu 
1 5 10 15 

Tyr Leu His His Ala Lys Trp Ser Gin Ala Ala Pro Met Ala Glu Gly 
20 " 25 30 

Gly Gly Gin Asn His His Glu Val Val Lys Phe Met Asp Val Tyr Gin 
35 40 45 

Arg Ser Tyr Cys His Pro lie Glu Thr Leu Val Asp lie Phe Gin Glu 
50 55 60 

Tyr Pro Asp Glu lie Glu Tyr lie Phe Lys Pro Ser Cys Val Pro Leu 
65 70 75 80 

Met Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly Leu Glu Cys Val Pro 
85 90 95 
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Thr Glu Glu Ser Asn lie Thr Met Gin lie Met Arg lie Lys Pro His 
100 105 ~ 110 

Gin Gly Gin His lie Gly Glu Met Ser Phe Leu Gin His Asn Lys Cys 
115 120 125 

Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg Gin Glu Asn Pro Cys Gly 
130 135 ~~ 140 

Pro Cys Ser Glu Arg Arg Lys His Leu Phe Val Gin Asp Pro Gin Thr 
145 150 155 160 

Cys Lys Cys Ser Cys Lys Asn Thr Asp Ser Arg Cys Lys Ala Arg Gin 
165 170 175 

Leu Glu Leu Asn Glu Arg Thr Cys Arg Cys Asp Lys Pro Arg Arg 
180 185 * 190 

<210> 13 
<211> 1997 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (352) . . (1608) 
<400> 13 

cccgccccgc ctctccaaaa agctacaccg acgcggaccg cggcggcgtc : ctccctcgcc 6 0 

ctcgcttcac ctcgcgggct ccgaatgcgg ggagctcgga tgtccggttt cctgtgaggc 120 

ttttacctga cacccgccgc ctttccccgg cactggctgg gagggcgccc tgcaaagttg 180 

ggaacgcgga gccccggacc cgctcccgcc gcctccggct cgcccagggg gggtcgccgg 24 0 

gaggagcccg ggggagaggg accaggaggg gcccgcggcc tcgcaggggc gcccgcgccc 300 

ccacccctgc ccccgccagc ggaccggtcc cccacccccg gtccttccac c atg cac 357 

Met His 
1 

ttg ctg ggc ttc ttc tct gtg gcg tgt tct ctg etc gec get gcg ctg 405 
Leu Leu Gly Phe Phe Ser Val Ala Cys Ser Leu Leu Ala Ala Ala Leu 
5 10 15 

etc ccg ggt cct cgc gag gcg ccc gee gee gee gee gec ttc gag tec 453 
Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala Ala Ala Phe Glu Ser 
20 25 30 

gga etc gac etc teg gac gcg gag ccc gac gcg ggc gag gec acg get 501 
Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala Gly Glu Ala Thr Ala 
35 40 45 50 

tat gca age aaa gat ctg gag gag cag tta egg tct gtg tec agt gta 54 9 
Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu Arg Ser Val Ser Ser Val 
55 60 65 

gat gaa etc atg act gta etc tac cca gaa tat tgg aaa atg tac aag 5 97 
Asp Glu Leu Met Thr Val Leu Tyr Pro Glu Tyr Trp Lys Met Tyr Lys 
70 75 80 
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tgt cag eta agg aaa gga ggc tgg caa cat aac aga gaa cag gec aac 64 5 
Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn Arg Glu Gin Ala Asn 
85 90 95 

etc aac tea agg aca gaa gag act ata aaa ttt get gca gca cat tat 693 
Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala His Tyr 
100 ~ 105 110 

aat aca gag ate ttg aaa agt att gat aat gag tgg aga aag act caa 741 
Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys Thr Gin 
115 120 125 130 

tgc atg cca egg gag gtg tgt ata gat gtg ggg aag gag ttt gga gtc 789 
Cys Met Pro Arg Glu Val Cys lie Asp Val Gly Lys Glu Phe Gly Val 
135 140 145 

gcg aca aac ace ttc ttt aaa cct cca tgt gtg tec gtc tac aga tgt 837 
Ala Thr Asn Thr Phe Phe Lys Pro Pro Cys Val Ser Val Tyr Arg Cys 
150 ~ 155 ' 160 

999 99t tgc tgc aat agt gag ggg ctg cag tgc atg aac acc age acg 885 
Gly Gly Cys Cys Asn Ser Glu Gly Leu Gin Cys Met Asn Thr Ser Thr 
165 170 175 

age tac etc age aag acg tta ttt gaa att aca gtg cct etc tct caa 933 
Ser Tyr Leu Ser Lys Thr Leu Phe Glu lie Thr Val Pro Leu Ser Gin 
180 185 190 

ggc ccc aaa cca gta aca ate agt ttt gee aat cac act tec tgc cga 981 
Gly Pro Lys Pro Val Thr lie Ser Phe Ala Asn His Thr Ser Cys Arg 
195 * 200 205 210 

tgc atg tct aaa ctg gat gtt tac aga caa gtt cat tec att att aga 102 9 
Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val His Ser lie lie Arg 
215 220 225 

cgt tec ctg cca gca aca eta cca cag tgt cag gca gcg aac aag acc 1077 
Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin Ala Ala Asn Lys Thr 
230 235 240 

tgc ccc acc aat tac atg tgg aat aat cac ate tgc aga tgc ctg get 1125 
Cys Pro Thr Asn Tyr Met Trp Asn Asn His lie Cys Arg Cys Leu Ala 
245 ~ 250 255 

cag gaa gat ttt atg ttt tec teg gat get gga gat gac tea aca gat 1173 
Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly Asp Asp Ser Thr Asp 
260 265 270 

gga ttc cat gac ate tgt gga cca aac aag gag ctg gat gaa gag acc 1221 
Gly Phe His Asp lie Cys Gly Pro Asn Lys Glu Leu Asp Glu Glu Thr 
275 280 285 290 

tgt cag tgt gtc tgc aga gcg ggg ctt egg cct gee age tgt gga ccc 126 9 
Cys Gin Cys Val Cys Arg Ala Gly Leu Arg Pro Ala Ser Cys Gly Pro 
295 300 305 

cac aaa gaa eta gac aga aac tea tgc cag tgt gtc tgt aaa aac aaa 1317 
His Lys Glu Leu Asp Arg Asn Ser Cys Gin Cys Val Cys Lys Asn Lys 
310 315 320 

etc ttc ccc age caa tgt ggg gee aac cga gaa ttt gat gaa aac aca 1365 
Leu Phe Pro Ser Gin Cys Gly Ala Asn Arg Glu Phe Asp Glu Asn Thr 
325 330 335 
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tgc cag tgt gta tgt aaa aga acc tgc ccc aga aat caa ccc eta aat 1413 
Cys Gin Cys Val Cys Lys Arg Thr Cys Pro Arg Asn Gin Pro Leu Asn 
340 345 350 

cct gga aaa tgt gec tgt gaa tgt aca gaa agt cca cag aaa tgc ttg 1461 
Pro Gly Lys Cys Ala Cys Glu Cys Thr Glu Ser Pro Gin Lys Cys Leu 
355 360 365 370 

tta aaa gga aag aag ttc cac cac caa aca tgc age tgt tac aga egg 150 9 
Leu Lys Gly Lys Lys Phe His His Gin Thr Cys Ser Cys Tyr Arg Arg 
375 380 . 385 

cca tgt acg aac cgc cag aag get tgt gag cca gga tt.t tea tat agt 1557 
Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser Tyr Ser 
390 395 400 

gaa gaa gtg tgt cgt tgt gtc cct tea tat tgg aaa aga cca caa atg 1605 
Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Lys Arg Pro Gin Met 
405 410 415 

age taagattgta ctgttttcca gttcatcgat tttctattat ggaaaactgt 1658 
Ser 

gttgccacag tagaactgtc tgtgaacaga gagacccttg tgggtccatg ctaacaaaga 1718 
caaaagtctg tctttcctga accatgtgga taactttaca gaaatggact ggagctcatc 1778 
tgeaaaagge ctcttgtaaa gactggtttt ctgccaatga ccaaacagcc aagattttcc 183 8 
tcttgtgatt tctttaaaag aatgactata taatttattt ccactaaaaa tattgtttct 1898 
gcattcattt ttatagcaac aacaattggt aaaactcact gtgatcaata tttttatatc 1958 
atgeaaaata tgtttaaaat aaaatgaaaa ttgtattat 1997 

<210> 14 
<211> 419 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met His Leu Leu Gly Phe Phe Ser Val Ala Cys Ser Leu Leu Ala Ala 
15 10 15 

Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala Ala Ala Phe 
20 25 30 

Glu Ser Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala Gly Glu Ala 
35 40 45 

Thr Ala Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu Arg Ser Val Ser 
50 55 60 

Ser Val Asp Glu Leu Met Thr Val Leu Tyr Pro Glu Tyr Trp Lys Met 
65 " 70 " 75 80 

Tyr Lys Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn Arg Glu Gin 
85 90 95 

Ala Asn Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala 
100 105 110 
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His Tyr Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys 
115 120 125 

Thr Gin Cys Met Pro Arg Glu Val Cys lie Asp Val Gly Lys Glu Phe 
130 135 ~ 140 

Gly Val Ala Thr Asn Thr Phe Phe Lys Pro Pro Cys Val Ser Val Tyr 
145 150 155 160 

Arg Cys Gly Gly Cys Cys Asn Ser Glu Gly Leu Gin Cys Met Asn Thr 
165 170 175 

Ser Thr Ser Tyr Leu Ser Lys Thr Leu Phe Glu lie Thr Val Pro Leu 
180 185 190 



Ser Gin Gly Pro Lys Pro Val Thr lie Ser Phe Ala Asn His Thr Ser 
195 200 205 

Cys Arg Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val His Ser lie 
210 215 220 

lie Arg Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin Ala Ala Asn 
225 230 235 240 

Lys Thr Cys Pro Thr Asn Tyr Met Trp Asn Asn His lie Cys Arg Cys 
245 250 255 

Leu Ala Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly Asp Asp Ser 
260 265 270 

Thr Asp Gly Phe His Asp lie Cys Gly Pro Asn Lys Glu Leu Asp Glu 
275 280 . 285 

Glu Thr Cys Gin Cys Val Cys Arg Ala Gly Leu Arg Pro Ala Ser Cys 
290 295 300 

Gly Pro His Lys Glu Leu Asp Arg Asn Ser Cys Gin Cys Val Cys Lys 
305 310 315 320 

Asn Lys Leu Phe Pro Ser Gin Cys Gly Ala Asn Arg Glu Phe Asp Glu 
325 330 335 

Asn Thr Cys Gin Cys Val Cys Lys Arg Thr Cys Pro Arg Asn Gin Pro 
34 0 ~ 34 5 ~ 350 

Leu Asn Pro Gly Lys Cys Ala Cys Glu Cys Thr Glu Ser Pro Gin Lys 
355 360 365 

Cys Leu Leu Lys Gly Lys Lys Phe His His Gin Thr Cys Ser Cys Tyr 
370 375 380 

Arg Arg Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser 
385 390 " 395 400 

Tyr Ser Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Lys Arg Pro 
405 410 * * 415 

Gin Met Ser 
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<210> 15 
<211> 1645 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (322) . . (768) 

<400> 15 

gggattcggg ccgcccagct acgggaggac ctggagtggc actgggcgcc cgacggacca 60 

tccccgggac ccgcctgccc ctcggcgccc cgccccgccg ggccgctccc cgtcgggttc 120 

cccagccaca gccttaccta cgggctcctg actccgcaag gcttccagaa gatgctcgaa 180 

ccaccggccg gggcctcggg gcagcagtga gggaggcgtc cagcccccca ctcagctctt 24 0 

ctcctcctgt gccaggggct ccccggggga tgagcatggt ggttttccct cggagccccc 3 00 

tggctcggga cgtctgagaa g atg ccg gtc atg agg ctg ttc cct tgc ttc 351 

Met Pro Val Met Arg Leu Phe Pro Cys Phe 
1 5 10 

ctg cag etc ctg gec ggg ctg gcg ctg cct get gtg ccc ccc cag cag 3 99 
Leu Gin Leu Leu Ala Gly Leu Ala Leu Pro Ala Val Pro Pro Gin Gin 
15 20 25 

tgg gec ttg tct get ggg aac ggc teg tea gag gtg gaa gtg gta ccc 44 7 
Trp Ala Leu Ser Ala Gly Asn Gly Ser Ser Glu Val Glu Val Val Pro 
30 35 40 

ttc cag gaa gtg tgg ggc cgc age tac tgc egg gcg ctg gag agg ctg 4 95 
Phe Gin Glu Val Trp Gly Arg Ser Tyr Cys Arg Ala Leu Glu Arg Leu 
45 50 55 

gtg gac gtc gtg tec gag tac ccc age gag gtg gag cac atg ttc age 54 3 
Val Asp Val Val Ser Glu Tyr Pro Ser Glu Val Glu His Met Phe Ser 
60 65 70 

cca tec tgt gtc tec ctg ctg cgc tgc ace ggc tgc tgc ggc gat gag 591 
Pro Ser Cys Val Ser Leu Leu Arg Cys Thr Gly Cys Cys Gly Asp Glu 
75 80 85 90 

aat ctg cac tgt gtg ccg gtg gag acg gec aat gtc ace atg cag etc 639 
Asn Leu His Cys Val Pro Val Glu Thr Ala Asn Val Thr Met Gin Leu 
95 100 105 

eta aag ate cgt tct ggg gac egg ccc tec tac gtg gag ctg acg ttc 687 
Leu Lys lie Arg Ser Gly Asp Arg Pro Ser Tyr Val Glu Leu Thr Phe 
110 115 120 

tct cag cac gtt cgc tgc gaa tgc egg cct ctg egg gag aag atg aag 735 
Ser Gin His Val Arg Cys Glu Cys Arg Pro Leu Arg Glu Lys Met Lys 
125 130 ~ 135 

ccg gaa agg tgc ggc gat get gtt ccc egg agg taacccaccc cttggaggag 788 
Pro Glu Arg Cys Gly Asp Ala Val Pro Arg Arg 
140 " " 145 

agagaccccg cacccggctc gtgtatttat taccgtcaca ctcttcagtg actcctgctg 848 

gtacctgccc tctatttatt agecaactgt ttccctgctg aatgcctcgc tcccttcaag 908 
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a c g ag g g g c a. 


aaoaaaaaca 


ggaccctcag 


gaat tcagtg 


ccttcaacaa 


cgtgagagaa 


968 


agagagaagc 


cagccacaga 


c ccc tgggag 


c t tecget t t 


gaaagaagca 


agacacgtgg 


1028 


cc tcgtgagg 


ggcaagctag 


gccccagagg 


ccctaaaaat 


ctccaaaaac 


c tgcagaagg 


1088 




gccctgctac 


ctattcttaa 


acctcaaact 


ctacacaaac 


aaacaaccct 


1148 


tactttcaaa 


actcctatcc 


aaaataaaaa 


tacaaattct 


actaaaacca 
y uL -yyyy^ u y 


ccacaaccta 


1208 


ataataaaaa 


ggccggcagc 


aaacaaaaaa 


a at* t raarca 


rttccccrtc 


ttcttctaaa 


1268 


gat cagaaca 


t t cagctctg 


aaaaacaata 


attacctaaa 

_3 ~3 **** w 


aacttttacc 


actccttatc 


1328 


ccccataatc 


tcccctraca 


V- V— l_ ^ zj ^ ^ 


tact fat*art" 


aaaarat tat* 


t* r*t" t" t rroar 

V — - \^ ^ 


1388 


pna oaf ace a 


r* r* ^ ccc t" d f r* 


V — v — CL V_ L d O. ^-A d 


nsps r*^ t* ^ r*^ 




^yyy^ L yy a y 


1448 


aaagagctgc 


ctggatgaga 


aacagctcag 


ccagtgggga 


tgaggtcacc 


a ggg9 a 99 a 9 


1508 


cctgtgcgtc 


ccagctgaag 


gcagtggcag 


gggagcaggt 


tccccaaggg. 


ccctggcacc 


1568 


cccacaagct 


gtccctgcag 


ggccatctga 


ctgccaagcc 


agattctctt 


gaataaagta 


1628 


ttctagtgtg 


gaaaege 










1645 



<210> 16 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Pro Val Met Arg Leu 
1 5 

Leu Ala Leu Pro Ala Val 
20 

Asn Gly Ser Ser Glu Val 
35 

Arg Ser Tyr Cys Arg Ala 
50 

Tyr Pro Ser Glu Val Glu 
65 70 

Leu Arg Cys Thr Gly Cys 
85 

Val Glu Thr Ala Asn Val 
100 

Asp Arg Pro Ser Tyr Val 
115 

Glu Cys Arg Pro Leu Arg 
130 

Ala Val Pro Arg Arg 
14 5 



Phe Pro Cys Phe Leu Gin Leu Leu Ala Gly 
10 .15 

Pro Pro Gin Gin Trp Ala Leu Ser Ala Gly 

25 .30 

Glu Val Val Pro Phe Gin Glu Val Trp Gly 
40 45 

Leu Glu Arg Leu Val Asp Val Val Ser Glu 
55 60 

His Met Phe Ser Pro Ser Cys Val Ser Leu 
75 80 

Cys Gly Asp Glu Asn Leu His Cys Val Pro 
90 95 

Thr Met Gin Leu Leu Lys lie Arg Ser Gly 
105 110 

Glu Leu Thr Phe Ser Gin His Val Arg Cys 
120 125 

Glu Lys Met Lys Pro Glu Arg Cys Gly Asp 
135 140 
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<210> 17 
<211> 2029 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (411) . . (1472) 
<400> 17 

gttgggttcc agctttctgt agctgtaagc attggtggcc acaccacctc cttacaaagc 60 

aactagaacc tgcggcatac attggagaga tttttttaat tttctggaca tgaagtaaat 120 

ttagagtgct ttctaatttc aggtagaaga catgtccacc ttctgattat ttttggagaa 180 

cattttgatt tttttcatct ctctctcccc acccctaaga ttgtgcaaaa aaagcgtacc 240 

ttgcctaatt gaaataattt cattggattt tgatcagaac tgattatttg gttttctgtg 300 

tgaagttttg aggtttcaaa ctttccttct ggagaatgcc ttttgaaaca attttctcta 360 

gctgcctgat gtcaactgct tagtaatcag tggatattga aatattcaaa atg tac 416 

Met Tyr 
1 

aga gag tgg gta gtg gtg aat gtt ttc atg atg ttg tac gtc cag ctg 4 64 
Arg Glu Trp Val Val Val Asn Val Phe Met Met Leu Tyr Val Gin Leu 
5 10 15 • 

gtg cag ggc tec agt aat gaa cat gga cca gtg aag cga tea tct cag 512 
Val Gin Gly Ser Ser Asn Glu His Gly Pro Val Lys Arg Ser Ser Gin 
20 25 30 

tec aca ttg gaa cga tct gaa cag cag ate agg get get tct agt ttg 5 60 
Ser Thr Leu Glu Arg Ser Glu Gin Gin lie Arg Ala Ala Ser Ser Leu 
35 40 45 50 

gag gaa eta ctt cga att act cac tct gag gac tgg aag ctg tgg aga 6 08 
Glu Glu Leu Leu Arg lie Thr His Ser Glu Asp Trp Lys Leu Trp Arg 
55 60 65 

tgc agg ctg agg etc aaa agt ttt ace agt atg gac tct cgc tea gca 656 
Cys Arg Leu Arg Leu Lys Ser Phe Thr Ser Met Asp Ser Arg Ser Ala 
70 75 80 

tec cat egg tec act agg ttt gcg gca act ttc tat gac att gaa aca 704 
Ser His Arg Ser Thr Arg Phe Ala Ala Thr Phe Tyr Asp lie Glu Thr 
85 90 95 

eta aaa gtt ata gat gaa gaa tgg caa aga act cag tgc age cct aga 752 
Leu Lys Val lie Asp Glu Glu Trp Gin Arg Thr Gin Cys Ser Pro Arg 
100 105 110 

gaa acg tgc gtg gag gtg gee agt gag ctg ggg aag agt ace aac aca 8 00 
Glu Thr Cys Val Glu Val Ala Ser Glu Leu Gly Lys Ser Thr Asn Thr 
115 120 125 ' 130 

ttc ttc aag ccc cct tgt gtg aac gtg ttc cga tgt ggt ggc tgt tgc 848 
Phe Phe Lys Pro Pro Cys Val Asn Val Phe Arg Cys Gly Gly Cys Cys 
135 140 145 
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aat gaa gag age ctt ate tgt atg aac ace age ace teg tac att tec 896 
Asn Glu Glu Ser Leu lie Cys Met Asn Thr Ser Thr Ser Tyr lie Ser 
150 155 160 

aaa cag etc ttt gag ata tea gtg cct ttg aca tea gta cct gaa tta 944 
Lys Gin Leu Phe Glu lie Ser Val Pro Leu Thr Ser Val Pro Glu Leu 
165 170 175 

gtg cct gtt aaa gtt gec aat cat aca ggt tgt aag tgc ttg cca aca 992 
Val Pro Val Lys Val Ala Asn His Thr Gly Cys Lys Cys Leu Pro Thr 
180 185 190 

gec ccc cgc cat cca tac tea att ate aga aga tec ate cag ate cct 1040 
Ala Pro Arg His Pro Tyr Ser lie lie Arg Arg Ser lie Gin lie Pro 
195 200 205 210 

gaa gaa gat cgc tgt tec cat tec aag aaa etc tgt cct att gac atg 1088 
Glu Glu Asp Arg Cys Ser His Ser Lys Lys Leu Cys Pro lie Asp Met 
215 220 225 

eta tgg gat age aac aaa tgt aaa tgt gtt ttg cag gag gaa aat cca 1136 
Leu Trp Asp Ser Asn Lys Cys Lys Cys Val Leu Gin Glu Glu Asn Pro 
230 t 235 . 240 

ctt get gga aca gaa gac cac tct cat etc cag gaa cca get etc tgt 1184 
Leu Ala Gly Thr Glu Asp His Ser His Leu Gin Glu Pro Ala Leu Cys 
245 250 255 . 

ggg cca cac atg atg ttt gac gaa gat cgt tgc gag tgt gtc tgt aaa 12 3 2 
Gly Pro His Met Met Phe Asp Glu Asp Arg Cys Glu Cys Val Cys Lys 
260 265 ' 270 

aca cca tgt ccc aaa gat eta ate cag cac ccc aaa aac tgc agt tgc 1280 
Thr Pro Cys Pro Lys Asp Leu lie Gin His Pro Lys Asn Cys Ser Cys 
275. 280 285 290 

ttt gag tgc aaa gaa agt ctg gag acc tgc tgc cag aag cac aag eta 132 8 
Phe Glu Cys Lys Glu Ser Leu Glu Thr Cys Cys Gin Lys His Lys Leu 
295 300 305 

ttt cac cca gac acc tgc age tgt gag gac aga tgc ccc ttt cat acc 1376. 
Phe His Pro Asp Thr Cys Ser Cys Glu Asp Arg Cys Pro Phe His Thr 
310 315 320 

aga cca tgt gca agt ggc aaa aca gca tgt gca aag cat tgc cgc ttt 1424 
Arg Pro Cys Ala Ser Gly Lys Thr Ala Cys Ala Lys His Cys Arg Phe 
325 330 335 

cca aag gag aaa agg get gec cag ggg ccc cac age cga aag aat cct' 1472 
Pro Lys Glu Lys Arg Ala Ala Gin Gly Pro His Ser Arg Lys Asn Pro 
340 345 350 

tgattcagcg ttccaagttc cccatccctg tcatttttaa cagcatgetg etttgecaag 1532 

ttgctgtcac tgtttttttc ccaggtgtta aaaaaaaaat ccattttaca cagcaccaca 1592 

gtgaatccag accaaccttc cattcacacc agctaaggag tccctggttc attgatggat 1652 

gtcttctagc tgeagatgee tctgcgcacc aaggaatgga gaggagggga cccatgtaat 1712 

ccttttgttt agttttgttt ttgttttttg gtgaatgaga aaggtgtgct ggtcatggaa 1772 

tggcaggtgt catatgactg attactcaga gcagatgagg aaaactgtag tctctgagtc 183 2 



-21- 



ctttgctaat cgcaactctt gtgaattatt ctgattcttt tttatgcaga atttgattcg 1892 
tatgatcagt actgactttc tgattactgt ccagcttata gtcttccagt ttaatgaact 1952 
accatctgat gtttcatatt taagtgtatt taaagaaaat aaacaccatt attcaagcca 2012 
aaaaaaaaaa aaaaaaa 2 02 9 



<210> 18 
<211> 354 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Tyr Arg Glu Trp Val Val Val Asn Val Phe Met Met Leu Tyr Val 
15 10 15 



Gin Leu Val Gin Gly Ser Ser Asn Glu His Gly Pro Val Lys Arg Ser 
20 25 30 

Ser Gin Ser Thr Leu Glu Arg Ser Glu Gin Gin lie Arg Ala Ala Ser 
35 40 45 

Ser: Leu Glu Glu Leu Leu Arg He Thr His Ser Glu Asp Trp Lys Leu 
50 55 60 

Trp Arg Cys Arg Leu Arg Leu Lys Ser Phe Thr Ser Met Asp Ser Arg 
65 70 75 80 

Ser Ala Ser His Arg Ser Thr Arg Phe Ala Ala Thr Phe Tyr Asp He 
85 90 95 

Glu Thr Leu Lys Val He Asp Glu Glu Trp Gin Arg Thr Gin Cys Ser 
100 105 110 

Pro Arg Glu Thr Cys Val Glu Val Ala Ser Glu Leu Gly Lys Ser Thr 
115 120 125 

Asn Thr Phe Phe Lys Pro Pro Cys Val Asn Val Phe Arg Cys Gly Gly 
130 135 140 

Cys Cys Asn Glu Glu Ser Leu He Cys Met Asn Thr Ser Thr Ser Tyr 
145 150 ' 155 160 

He Ser Lys Gin Leu Phe Glu He Ser Val Pro Leu Thr Ser Val Pro 
165 170 175 

Glu Leu Val Pro Val Lys Val Ala Asn His Thr Gly Cys Lys Cys Leu 
180 185 190 

Pro Thr Ala Pro Arg His Pro Tyr Ser He He Arg Arg Ser He Gin 
195 ^ 200 205 

He Pro Glu Glu Asp Arg Cys Ser His Ser Lys Lys Leu Cys Pro He 
210 215 220 

Asp Met Leu Trp Asp Ser Asn Lys Cys Lys Cys Val Leu Gin Glu Glu 
225 230 235 240 

Asn Pro Leu Ala Gly Thr Glu Asp His Ser His Leu Gin Glu Pro Ala 
245 250 255 
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Leu Cys Gly Pro His Met Met Phe Asp Glu Asp Arg Cys Glu Cys Val 
260 265 270 

Cys Lys Thr Pro Cys Pro Lys Asp Leu lie Gin His Pro Lys Asn Cys 
275 280 285 

Ser Cys Phe Glu Cys Lys Glu Ser Leu Glu Thr Cys Cys Gin Lys His 
290 295 300 

Lys Leu Phe His Pro Asp Thr Cys Ser Cys Glu Asp Arg Cys Pro Phe 
305 310 315 ~ 320 

His Thr Arg Pro Cys Ala Ser Gly Lys Thr Ala Cys Ala Lys His Cys 
325 330 335 

Arg Phe Pro Lys Glu Lys Arg Ala Ala Gin Gly Pro His Ser Arg Lys 
340 345 350 

Asn Pro 

<210> 19 
<211> 1830 
<212> DNA 
<213> Orf virus 

<220> 

<221> CDS 

<222> (312) . . (755) 

<400> 19 

cggccacgcg gccgcgaact gcgcgctcgc gcgcgtggcg accgcgctga cgcgccgcgt 60 

gcccgcgagc cggcacggcc tcgcggaggg cggcacgccg ccgtggacgc tgctgctggc 12 0 

ggtggccgcg gtggcggtgc tcggcgtggt ggcaatttcg ctgctgcgcc gcgcgctaag 180 

aatacggttt agatactcaa agtctatcca gacacttaga gtgtaacttt gagtaaaaaa 240 

tgtaaatact aacgccaaaa tttcgatagt tgttaagcaa tatataacat ttttaaaacg 300 

tcatcaccag c atg aag tta aca get acg tta caa gtt gtt gtt gca ttg 350 
Met Lys Leu Thr Ala Thr Leu Gin Val Val Val Ala Leu 
15 10 

tta ata tgt atg tat aat ttg cca gaa tgc gtg tct cag agt aat gat 3 98 
Leu lie Cys Met Tyr Asn Leu Pro Glu Cys Val Ser Gin Ser Asn Asp 
15 20 25 

tea cct cct tea acc aat gac tgg atg cgt aca eta gac aaa agt ggt 44 6 
Ser Pro Pro Ser Thr Asn Asp Trp Met Arg Thr Leu Asp Lys Ser Gly 
30 35 40 45 

tgt aaa cct aga gat act gtt gtt tat ttg gga gaa gaa tat cca gaa 4 94 
Cys Lys Pro Arg Asp Thr Val Val Tyr Leu Gly Glu Glu Tyr Pro Glu 
50 55 60 

age act aac eta caa tat aat ccc egg tgc gta act gtt aaa cga tgc 542 
Ser Thr Asn Leu Gin Tyr Asn Pro Arg Cys Val Thr Val Lys Arg Cys 
65 70 75 

a 9 fc ggt tgc tgt aac ggt gac ggt caa ata tgt aca gcg gtt gaa aca 5 90 
Ser Gly Cys Cys Asn Gly Asp Gly Gin lie Cys Thr Ala Val Glu Thr 
80 85 90 
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aga aat aca act gta aca gtt tea gta acc ggc gtg tct agt teg tct 638 
Arg Asn Thr Thr Val Thr Val Ser Val Thr Gly Val Ser Ser Ser Ser 
95 100 105 

ggt act aat agt ggt gta tct act aac ctt caa aga ata agt gtt aca 686 
Gly Thr Asn Ser Gly Val Ser Thr Asn Leu Gin Arg He Ser Val Thr 
110 115 120 125 

gaa cac aca aag tgc gat tgt att ggt aga aca acg aca aca cct acg 734 
Glu His Thr Lys Cys Asp Cys He Gly Arg Thr Thr Thr Thr Pro Thr 
130 135 140 

acc act agg gaa cct aga cga taactaataa caaaaaatgt ttatttttgt 785 
Thr Thr Arg Glu Pro Arg Arg 
145 
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tggcggcaaa 


egggaacgea 


ggegegacat 


aatcactgag 


aatctccgca 


gcaaccgctc 


1205 


aaggacatct 


etagegctaa 


cggctgtttg 


tcattccccc 


gtgtgttcat 


ctcacacgac 


1265 


attgtgaccg 


tegcaaagea 


cacattcaaa 


gtgccgcatg 


tggaagaatt 


caccgtcgag 


1325 


acacacacca 


taattaaaca 


agatcagtgc 


ataagagaga 


ttagcattct 


acagcacacc 


1385 


acgtgcgaat 


acggacctcg 


taattgttta 


gactagaaca 


cctctggtct 


aaacaacatg 


1445 


tccgatctta 


gaacagagtt 


tatgaegcat 


atgtaactgt 


gttctttatg 


tagaagttat 


1505 


cttttatgtc 


actcccttgt 


cttagatgag 


ttatacatga 


catgatgtat 


gtgtcgcccg 


1565 


c 99cggcgcg 


gggegctegg 


eggegggget 


gctgcgcgcg 


gcgggcccgc 


ggtggcggcg 


1625 


getggegegg 


cgctgcggcc 


gcgggcgcgc 


ggeggggtag 


cggcccgccc 


gcccgggcgc 


1685 


ccgccgcagc 


ccttgccccg 


gaccaggcgc 


caeggagcaa 


agtgaaaaag 


gaccgcctag 


1745 


cagtcgagac 


cctcccgccg 


cagccgcgac 


accccacacc 


cgccttccac 


ccgccagacg 


1805 


ccaacaccac 


agecaacaag 


catgc 








1830 



<210> 20 
<211> 148 
<212> PRT 
<213> Orf virus 

<400> 20 

Met Lys Leu Thr Ala Thr Leu Gin Val Val Val Ala Leu Leu He Cys 
15 10 15 
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Met Tyr Asn Leu Pro Glu Cys Val Ser Gin Ser Asn Asp Ser Pro Pro 
20 25 30 

Ser Thr Asn Asp Trp Met Arg Thr Leu Asp Lys Ser Gly Cys Lys Pro 
35 40 45 

Arg Asp Thr Val Val Tyr Leu Gly Glu Glu Tyr Pro Glu Ser Thr Asn 
50 55 60 

Leu Gin Tyr Asn Pro Arg Cys Val Thr Val Lys Arg Cys Ser Gly Cys 
65 70 75 80 

Cys Asn Gly Asp Gly Gin lie Cys Thr Ala Val Glu Thr Arg Asn Thr 
85 90 95 

Thr Val Thr Val Ser Val Thr Gly Val Ser Ser Ser Ser Gly Thr Asn 
100 " 105 110 



Ser Gly Val Ser Thr Asn Leu Gin Arg lie Ser Val Thr Glu His Thr 
115 120 • 125 

Lys Cys Asp Cys lie Gly Arg Thr Thr Thr Thr Pro Thr Thr Thr Arg 
130 135 140 

Glu Pro Arg Arg 
145 



<210> 21 
<211> 851 
<212> DNA 
<213> Orf virus 

<220> 

<221> CDS 

<222> (2) . . (223) 

<400> 21 

c ggc cac gcg gcc gcg aac tgc gcg etc gcg cgc gtg gcg acc gcg ctg 4 9 

Gly His Ala Ala Ala Asn Cys Ala Leu Ala Arg Val Ala Thr Ala Leu 
1 5 10 15 

acg cgc cgc gtg ccc gcg age egg cac ggc etc gcg gag ggc ggc acg 97 
Thr Arg Arg Val Pro Ala Ser Arg His Gly Leu Ala Glu Gly Gly Thr 
20 25 30 

ccg ccg tgg acg ctg ctg ctg gcg gtg gcc gcg gtg acg gtg etc ggc 145 
Pro Pro Trp Thr Leu Leu Leu Ala Val Ala Ala Val Thr Val Leu Gly 
35 40 45 



gtg gtg gcg gtt tea ctg ctg egg cgc gcg ctg egg gta cgc tac cgc 193 
Val Val Ala Val Ser Leu Leu Arg Arg Ala Leu Arg Val Arg Tyr Arg 
50 55 ^ 60 

ttc gcg egg ccg gcc gcg ctg cgc gcg tag ccgcgcaaaa tgtaaattat 243 
Phe Ala Arg Pro Ala Ala Leu Arg Ala 
65 70 

aacgcccaac ttttaagggt gaggegecat gaagttgctc gteggcatae tagtagcegt 3 03 

gtgettgeae cagtatctgc tgaacgcgga cagcaacacg aaaggatggt ccgaagtgct 3 63 
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gaaaggcagc 


gagtgcaagc 


ctaggccgat 


tgttgttcct 


gtaagcgaga 


cgcacccaga 


423 


gc tgacttct 


cagcggt t ca 


acccgccgtg 


tgtcacgt tg 


atgcgatgcg 




483 


caacgacgag 


agct tggaat 


gcgt ccccac 


ggaagaagta 


aacgtgagca 


tggaactcct 


543 


qqqqqcqtCQ 


ggctccggta 


gtaacgggat 


gcaacgtctg 


agcttcgtag 


agcataagaa 


603 


atgcgat tgt 


agaccacgat 


tcacaaccac 


gccaccgacg 


accacaaggc 


cgcccagaag 


663 


acgccgctag 


aactttttat 


ggaccgcaga 


tccaaacgat 


ggatgcgatc 


aggtacatgc 


723 


ggaagaaggc 


gccacggagc 


aaagtgaaaa 


aggaccgcct 


agcagtcgag 


accctcccgc 


783 


cgcagccgcg 


gacaccccac 


acccgccttc 


cacccgccag 


acgccaacac 


cgcagccaac 


843 


aagcatgc 












851 



<210> 22 
<211> 73 
<212> PRT 
<213> Orf virus 



<400> 22 

Gly His Ala Ala Ala Asn Cys Ala Leu Ala Arg Val Ala Thr Ala Leu 
1 5 10 15 

Thr Arg Arg Val Pro Ala Ser Arg His Gly Leu Ala Glu Gly Gly Thr 
20 25 30 

Pro Pro Trp Thr Leu Leu Leu Ala Val Ala Ala Val Thr Val Leu Gly 
35 40 45 

Val Val Ala Val Ser Leu Leu Arg Arg Ala Leu Arg Val Arg Tyr Arg 
50 55 60 



Phe Ala Arg Pro Ala Ala Leu Arg Ala 
65 . 70 



<210> 23 

<211> 2305 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (404) . . (991) 

<400> 23 

ttcttggggc tgatgtccgc aaatatgcag aattaccggc cgggtcgctc ctgaagccag 60 
cgcggggagc gagcgcggcg gcggccagca ccgggaacgc accgaggaag aagcccagcc 12 0 
cccgccctcc gccccttccg tccccacccc ctacccggcg gcccaggagg ctccccggct 180 
gcggcgcgca ctccctgttt ctcctcctcc tggctggcgc tgcctgcctc tccgcactca 240 
ctgctcgccg ggcgccgtcc gccagctccg tgctccccgc gccaccctcc tccgggccgc 3 00 
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gctccctaag ggatggtact gaatttcgcc gccacaggag accggctgga gcgcccgccc 36 0 

cgcgcctcgc ctctcctccg agcagccagc gcctcgggac gcg atg agg acc ttg 415 

Met Arg Thr Leu 
1 

get tgc ctg ctg etc etc ggc tgc gga tac etc gee cat gtt ctg gee 463 
Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala His Val Leu Ala 
5 10 15 20 

gag gaa gec gag ate ccc cgc gag gtg ate gag agg ctg gee cgc agt 511 
Glu Glu Ala Glu lie Pro Arg Glu Val lie Glu Arg Leu Ala Arg Ser 
25 30 35 

cag ate cac age ate egg gac etc cag cga etc ctg gag ata gac tec 55 9 
Gin lie His Ser lie Arg Asp Leu Gin Arg Leu Leu Glu lie Asp Ser 
40 45 50 

gta ggg agt gag gat tct ttg gac acc age ctg aga get cac ggg gtc 607 
Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg Ala His Gly Val 
55 60 65 

cac gee act aag cat gtg ccc gag aag egg ccc ctg ccc att egg agg 655 
His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu Pro lie Arg Arg 
70 75 80 

aag aga age ate gag gaa get gtc ccc get gtc tgc aag acc agg acg 7 03 
Lys Arg Ser lie Glu Glu Ala Val Pro Ala Val Cys Lys Thr Arg Thr 
85 90 95 100 

gtc att tac gag att cct egg agt cag gtc gac ccc acg tec gee aac 751 
Val lie Tyr Glu lie Pro Arg Ser Gin Val Asp Pro Thr Ser Ala Asn 
105 110 115 

ttc ctg ate tgg ccc ccg tgc gtg gag gtg aaa cgc tgc acc ggc tgc 799 
Phe Leu lie Trp Pro Pro Cys Val Glu Val Lys Arg Cys Thr Gly Cys 
120 125 130 

tgc aac acg age agt gtc aag tgc cag ccc tec cgc gtc cac cac cgc 847 
Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg Val His His Arg 
135 140 145 

age gtc aag gtg gee aag gtg gaa tac gtc agg aag aag cca aaa tta 895 
Ser Val Lys . Val Ala Lys Val Glu Tyr Val Arg Lys Lys Pro Lys Leu 
150 155 160 

aaa gaa gtc cag gtg agg tta gag gag cat ttg gag tgc gee tgc gcg 943 
Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu Cys Ala Cys Ala 
165 170 175 180 

acc aca age ctg aat ccg gat tat egg gaa gag gac acg gat gtg agg 991 
Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp Thr Asp Val Arg 
185 190 195 

tgaggatgag ccgcagccct ttcctgggac atggatgtac atggcgtgtt acattcctga 1051 

acctactatg tacggtgctt tattgecagt gtgeggtett tgttctccte cgtgaaaaac 1111 

tgtgtccgag aacacteggg agaacaaaga gaeagtgeae atttgtttaa tgtgacatca 1171 

aagcaagtat tgtagcactc ggtgaagcag taagaagctt ccttgtcaaa aagagagaga 12 31 
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gagagagaga gagagaaaac aaaaccacaa atgacaaaaa caaaacggac tcacaaaaat 12 91 
atctaaactc gatgagatgg agggtcgccc cgtgggatgg aagtgcagag gtctcagcag 1351 
actggatttc tgtccgggtg gtcacaggtg cttttttgcc gaggatgcag agcctgcttt 1411 
gggaacgact ccagaggggt gctggtgggc tctgcagggc ccgcaggaag caggaatgtc 1471 
ttggaaaccg ccacgcgaac tttagaaacc acacctcctc gctgtagtat ttaagcccat 1531 
acagaaacct tcctgagagc cttaagtggt tttttttttt gtttttgttt tgtttttttt 1591 
ttttttgttt tttttttttt tttttttttt tacaccataa agtgattatt aagcttcctt 1651 
ttactctttg gctagctttt tttttttttt tttttttttt tttttttaat tatctcttgg 1711 
atgacattta caccgataac acacaggctg ctgtaactgt caggacagtg cgacggtatt 1771 
tttcctagca agatgcaaac taatgagatg tattaaaata aacatggtat acctacctat 1831 
gcatcatttc ctaaatgttt ctggctttgt gtttctccct taccctgctt tatttgttaa 1891 
tttaagccat tttgaaagaa ctatgcgtca accaatcgta cgccgtccct gcggcacctg 1951 
ccccagagcc cgtttgtggc tgagtgacaa cttgttcccc gcagtgcaca cctagaatgc 2011 
tgtgttccca cgcggcacgt gagatgcatt gccgcttctg tctgtgttgt tggtgtgccc 2071 
tggtgccgtg gtggcggtca ctccctctgc tgccagtgtt tggacagaac ccaaattctt 2131 
tatttttggt aagatattgt gctttacctg tattaacaga aatgtgtgtg tgtggtttgt 2191 . 
ttttttgtaa aggtgaagtt tgtatgttta cctaatatta cctgttttgt atacctgaga 2251 
gcctgctatg ttcttctttt gttgatccaa aattaaaaaa aaaataccac caac 2305 

<210> 24 

<2il> 196 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Met Arg Thr Leu Ala. Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 
15 10 15 

His Val Leu Ala Glu Glu Ala Glu lie Pro Arg Glu Val He Glu Arg 
20 25 30 

Leu Ala Arg Ser Gin He His Ser He Arg Asp Leu Gin Arg Leu Leu 
35 40 45 

Glu He Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 
50 55 60 

Ala His Gly Val His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu 
65 70 75 80 

Pro He Arg Arg Lys Arg Ser He Glu Glu Ala Val Pro Ala Val Cys 
85 90 95 

Lys Thr Arg Thr Val He Tyr Glu He Pro Arg Ser Gin Val Asp Pro 
100 105 110 
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Thr Ser Ala Asn Phe Leu lie Trp Pro Pro Cys Val Glu Val Lys Arg 
115 120 125 

Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 
130 135 140 

Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 
145 150 155 160 

Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 
165 170 175 

Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 
180 185 ' 190 

Thr Asp Val Arg 
195 

<210> 25 

<211> 2137 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (983) . . (1705) 

<400> 25 * 



ccctgcctgc 


ctccctgcgc 


acccgcagcc 


tcccccgctg 


cctccctagg 


gctcccctcc 


60 


ggccgccagc 


gcccattttt 


cattccctag 


atagagatac 


tttgcgcgca 


cacacataca 


120 


tacgcgcgca 


aaaaggaaaa 


aaaaaaaaaa 


aagcccaccc 


tccagcctcg 


ctgcaaagag 


180 


aaaaccggag 


cagccgcagc 


tcgcagctcg 


cagcccgcag 


cccgcagagg 


acgcccagag 


240 


cggcgagcgg 


gcgggcagac 


ggaccgacgg 


actcgcgccg 


cgtccacctg 


tcggccgggc 


300 


ccagccgagc 


gcgcagcggg 


cacgccgcgc 


gcgcggagca 


gccgtgcccg 


ccgcccgggc 


360 


ccgccgccag 


ggcgcacacg 


ctcccgcccc 


cctacccggc 


ccgggcggga 


gtttgcacct 


420 


ctccctgccc 


gggtgctcga 


gctgccgttg 


caaagccaac 


tttggaaaaa 


gttttttggg 


480 


ggagacttgg 


gccttgaggt 


gcccagctcc 


gcgctttccg 


attttggggg 


cctttccaga 


540 


aaatgttgca 


aaaaagctaa 


gccggcgggc 


agaggaaaac 


gcctgtagcc 


ggcgagtgaa 


600 


gacgaaccat 


cgactgccgt 


gttccttttc 


ctcttggagg 


ttggagtccc 


ctgggcgccc 


660 


ccacacggct 


agacgcctcg 


gctggttcgc 


gacgcagccc 


cccggccgtg 


gatgctgcac 


720 


tcgggctcgg 


gatccgccca 


ggtagcggcc 


tcggacccag 


gtcctgcgcc 


caggtcctcc 


780 


cctgcccccc 


agcgacggag 


ccggggccgg 


gggcggcggc 


gccgggggca 


tgcgggtgag 


840 


ccgcggctgc 


agaggcctga 


gcgcctgatc 


gccgcggacc 


cgagccgagc 


ccacccccct 


900 


ccccagcccc 


ccaccctggc 


cgcgggggcg 


gcgcgctcga 


tctacgcgtt 


cggggccccg 


960 
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cggggccggg cccggagtcg gc 



atg aat cgc tgc tgg gcg etc ttc ctg tct 1012 
Met Asn Arg Cys Trp Ala Leu Phe Leu Ser 
15 10 



etc tgc tgc tac ctg cgt ctg gtc age gee gag ggg gac ccc att ccc 1060 
Leu Cys Cys Tyr Leu Arg Leu Val Ser Ala Glu Gly Asp Pro lie Pro 
15 20 25 

gag gag ctt tat gag atg ctg agt gac cac teg ate cgc tec ttt gat 1108 
Glu Glu Leu Tyr Glu Met Leu Ser Asp His Ser lie Arg Ser Phe Asp 
30 35 40 

gat etc caa cgc ctg ctg cac gga gac ccc gga gag gaa gat ggg gec 1156 
Asp Leu Gin Arg Leu Leu His Gly Asp Pro Gly Glu Glu Asp Gly Ala 
45 50 55 



gag ttg gac ctg aac atg acc cgc tec cac tct gga ggc gag ctg gag 12 04 
Glu Leu Asp Leu Asn Met Thr Arg Ser His Ser Gly Gly Glu Leu Glu 
60 65 70 

age ttg get cgt gga aga agg age ctg ggt tec ctg acc att get gag 12 52 
Ser Leu Ala Arg Gly Arg Arg Ser Leu Gly Ser Leu Thr lie Ala Glu 
75 80 85 90 

ccg gee atg ate gee gag tgc aag acg cgc acc gag gtg ttc gag ate 13 00 
Pro Ala Met He Ala Glu Cys Lys Thr Arg Thr Glu Val Phe Glu He 
95 100 105 

tec egg cgc etc ata gac cgc acc aac gee aac ttc ctg gtg tgg ccg 1348 
Ser Arg Arg Leu He Asp Arg Thr Asn Ala Asn Phe Leu Val Trp Pro 
110 115 120 

ccc tgt gtg gag gtg cag cgc tgc tec ggc tgc tgc aac aac cgc aac 13 96 
Pro Cys Val Glu Val Gin Arg Cys Ser Gly Cys Cys Asn Asn Arg Asn 
125 130 135 

gtg cag tgc cgc ccc acc cag gtg cag ctg cga cct gtc cag gtg aga 1444; 
Val Gin Cys Arg Pro Thr Gin Val Gin Leu Arg Pro Val Gin Val Arg 
• 140 145 ~ 150 

aag ate gag att gtg egg aag aag cca ate ttt aag aag gee acg gtg 1492 
Lys He Glu He Val Arg Lys Lys Pro He Phe Lys Lys Ala Thr Val 
155 160 165 170 

acg ctg gaa gac cac ctg gca tgc aag tgt gag aca gtg gca get gca 1540 
Thr Leu Glu Asp His Leu Ala Cys Lys Cys Glu Thr Val Ala Ala Ala 
175 180 185 

egg cct gtg acc cga age ccg ggg ggt tec cag gag cag cga gee aaa 1588 
Arg Pro Val Thr Arg Ser Pro Gly Gly Ser Gin Glu Gin Arg Ala Lys 
190 195 200 

acg ccc caa act egg gtg acc att egg acg gtg cga gtc cgc egg ccc 1636 
Thr Pro Gin Thr Arg Val Thr He Arg Thr Val Arg Val Arg Arg Pro 
205 210 215 

ccc aag ggc aag cac egg aaa ttc aag cac acg cat gac aag acg gca 1684 
Pro Lys Gly Lys His Arg Lys Phe Lys His Thr His Asp Lys Thr Ala 
220 225 * 230 
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ctg aag gag acc ctt gga gcc taggggcatc ggcaggagag tgtgtgggca 1735 
Leu Lys Glu Thr Leu Gly Ala 
235 240 



gggttattta 


atatggtatt 


tgctgtattg 


cccccatggg 


QccttQQaat 


agataatat t 


1795 


gtttccctcg 


tccgtctgtc 


tcgatgcctg 


attcggacgg 


ccaatggtgc 


ctcccccacc 


1855 


cctccacgtg 


tccgtccacc 


cttccatcag 


cgggtctcct 


cccagcggcc 


tccggctctt 


1915 


gcccagcagc 


tcaagaagaa 


aaagaaggac 


tgaactccat 


cgccatcttc 


ttcccttaac 


1975 


tccaagaact 


tgggataaga 


gtgtgagaga 


gactgatggg 


gtcgctcttt 


gggggaaacg 


2035 


ggttccttcc 


cctgcacctg 


gcctgggcca 


cacctgagcg 


ctgtggactg 


tcctgaggag 


2095 


ccctgaggac 


ctctcagcat 


agcctgcctg 


atccctgaac 


cc 




2137 



<210> 26 
<211> 241 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Asn Arg Cys Trp' Ala Leu Phe Leu Ser Leu Cys Cys Tyr Leu Arg 
1 5 ,10 15 

Leu Val Ser Ala Glu Gly Asp Pro lie Pro Glu Glu Leu Tyr Glu Met 
20 25 30 

Leu Ser Asp His Ser lie Arg Ser Phe Asp Asp Leu Gin Arg Leu Leu 
35 40 45 

His Gly Asp Pro Gly Glu Glu Asp Gly Ala Glu Leu Asp Leu Asn Met 
50 55 60 

Thr Arg Ser His Ser Gly Gly Glu Leu Glu Ser Leu Ala Arg Gly Arg 
65 70 75 80 

Arg Ser Leu Gly Ser Leu Thr lie Ala Glu Pro Ala Met lie Ala Glu 
85 90 95 

Cys Lys Thr Arg Thr Glu Val Phe Glu lie Ser Arg Arg Leu lie Asp 
100 105 ~ 110 

Arg Thr Asn Ala Asn Phe Leu Val Trp Pro Pro Cys Val Glu Val Gin 
115 120 125 

Arg Cys Ser Gly Cys Cys Asn Asn Arg Asn Val Gin Cys Arg Pro Thr 
130 135 140 

Gin Val Gin Leu Arg Pro Val Gin Val Arg Lys He Glu He Val Arg 
145 150 155 160 

Lys Lys Pro He Phe Lys Lys Ala Thr Val Thr Leu Glu Asp His Leu 
165 170 175 

Ala Cys Lys Cys Glu Thr Val Ala Ala Ala Arg Pro Val Thr Arg Ser 
180 185 190 

Pro Gly Gly Ser Gin Glu Gin Arg Ala Lys Thr Pro Gin Thr Arg Val 
195 200 205 
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Thr lie Arg Thr Val Arg Val Arg Arg Pro Pro Lys Gly Lys His Arg 
210 ~ 215 220 

Lys Phe Lys His Thr His Asp Lys Thr Ala Leu Lys Glu Thr Leu Gly 
225 230 235 240 

Ala 

<210> 27 
<211> 3007 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (492) . . (1529) 
<400> 27 

gcccggagag ccgcatctat tggcagcttt gttattgatc agaaactgct cgccgccgac 60 

ttggcttcca gtctggctgc gggcaaccct tgagttttcg cctctgtcct gtcccccgaa 120 

ctgacaggtg ctcccagcaa cttgctgggg acttctcgcc gctcccccgc gtccccaccc 180 

cctcattcct ccctcgcctt cacccccacc cccaccactt cgccacagct caggatttgt 240 

ttaaaccttg ggaaactggt tcaggtccag gttttgcttt gatccttttc aaaaactgga 3 00 

gacacagaag agggctctag gaaaaagttt tggatgggat tatgtggaaa ctaccctgcg 360 

attctctgct gccagagcag gctcggcgct tccaccccag tgcagccttc ccctggcggt 42 0 

ggtgaaagag actcgggagt cgctgcttcc aaagtgcccg ccgtgagtga gctctcaccc 48 0 

cag.tcagcca a atg age etc ttc ggg ctt etc ctg ctg aca tet gee ctg 530 
Met Ser Leu Phe Gly Leu Leu Leu Leu Thr Ser Ala Leu 
1 5 10 

gee ggc cag aga cag ggg act cag gcg gaa tec aac ctg agt agt aaa 578 
Ala Gly Gin Arg Gin Gly Thr Gin Ala Glu Ser Asn Leu Ser Ser Lys 
15 20 25 

ttc cag ttt tec age aac aag gaa cag aac gga gta caa gat cct cag 626 
Phe Gin Phe Ser Ser Asn Lys Glu Gin Asn Gly Val Gin Asp Pro Gin 
30 35 40 45 

cat gag aga att att act gtg tct act aat gga agt att cac age cca 674 
His Glu Arg lie lie Thr Val Ser Thr Asn Gly Ser lie His Ser Pro 
50 55 60 

agg ttt cct cat act tat cca aga aat acg gtc ttg gta tgg aga tta 722 
Arg Phe Pro His Thr Tyr Pro Arg Asn. Thr Val Leu Val Trp Arg Leu 
65 70 75 

gta gca gta gag gaa aat gta tgg ata caa ctt acg ttt gat gaa aga 770 
Val Ala Val Glu Glu Asn Val Trp He Gin Leu Thr Phe Asp Glu Arg 
80 85 90 

ttt ggg ctt gaa gac cca gaa gat gac ata tgc aag tat gat ttt gta 818 
Phe Gly Leu Glu Asp Pro Glu Asp Asp He Cys Lys Tyr Asp Phe Val 
95 100 105 
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gaa gtt gag gaa ccc agt gat gga act ata tta ggg cgc tgg tgt ggt 866 
Glu Val Glu Glu Pro Ser Asp Gly Thr lie Leu Gly Arg Trp Cys Gly 
110 115 120 125 

tct ggt act gta cca gga aaa cag att tct aaa gga aat caa att agg 914 
Ser Gly Thr Val Pro Gly Lys Gin lie Ser Lys Gly Asn Gin lie Arg 
130 " 135 ^ " 140 

ata aga ttt gta tct gat gaa tat ttt cct tct gaa cca ggg ttc tgc 962 
lie Arg Phe Val Ser Asp Glu Tyr Phe Pro Ser Glu Pro Gly Phe Cys 
145 150 155 

ate cac tac aac att gtc atg cca caa ttc aca gaa get gtg agt cct 1010 
lie His Tyr Asn lie Val Met Pro Gin Phe Thr Glu Ala Val Ser Pro 
160 165 170 

tea gtg eta ccc cct tea get ttg cca ctg gac ctg ctt aat aat get 1058 
Ser Val Leu Pro Pro Ser Ala Leu Pro Leu Asp Leu Leu Asn Asn Ala 
175 18 0 185 

ata act gec ttt agt ace ttg gaa gac ctt att cga tat ctt gaa cca 1106 
lie Thr Ala Phe Ser Thr Leu Glu Asp Leu lie Arg Tyr Leu Glu Pro 
190 195 200 205 



gag aga tgg cag ttg gac tta gaa gat eta tat agg cca act tgg caa 1154 
Glu Arg Trp Gin Leu Asp Leu Glu Asp Leu Tyr Arg Pro Thr Trp Gin 
210 215 ~ 220 

ctt ctt ggc aag get ttt gtt ttt gga aga aaa tec aga gtg gtg gat 12 02 
Leu Leu Gly Lys Ala Phe Val Phe Gly Arg Lys Ser Arg Val Val Asp 
225 230 235 

ctg aac ctt eta aca gag gag gta aga tta tac age tgc aca cct cgt 1250 
Leu Asn Leu Leu Thr Glu Glu Val Arg Leu Tyr Ser Cys Thr Pro Arg^ 
240 245 250 

aac ttc tea gtg tec ata agg gaa gaa eta aag aga acc gat acc att 12 98 
Asn Phe Ser Val Ser lie Arg Glu Glu Leu Lys Arg Thr Asp Thr lie 
255 260 265 

ttc tgg cca ggt tgt etc ctg gtt aaa cgc tgt ggt ggg aac tgt gee 1346 
Phe Trp Pro Gly Cys Leu Leu Val Lys Arg Cys Gly Gly Asn Cys Ala 
270 275 280 285 

tgt tgt etc cac aat tgc aat gaa tgt caa tgt gtc cca age aaa gtt 13 94 
Cys Cys Leu His Asn Cys Asn Glu Cys Gin Cys Val Pro Ser Lys Val 
290 295 300 

act aaa aaa tac cac gag gtc ctt cag ttg aga cca aag acc ggt gtc 1442 
Thr Lys Lys Tyr His Glu Val Leu Gin Leu Arg Pro Lys Thr Gly Val 
305 310 315 

a 99 99^ ttg cac aaa tea etc acc gac gtg gee ctg gag cac cat gag 14 90 
Arg Gly Leu His Lys Ser Leu Thr Asp Val Ala Leu Glu His His Glu 
320 325 330 

gag tgt gac tgt gtg tgc aga ggg age aca gga gga tag ccgcatcacc 153 9 
Glu Cys Asp Cys Val Cys Arg Gly Ser Thr Gly Gly 
335 340 345 
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accagccigc t 


ct tgcccaga 


gctgtgcagt 


cgt tatc t cc 


atcct taatc 


tcagttgttt 


cagtgcat t c 


tgaaagagga 


gacatcaaac 




taaaaaacaa 


aaaaaaaaat 




at~ carraart 


aat" t" t" c FidFici 


ctatathtca 

^ C ^-4 C C* C C Co C^ G4. 


attctttcaa 
^ c w > 1 — ' — ^ y ci 


tacaacttaa 


o«y ^-y y ^cn* 


ft - a a t t" rrnf 


fnrrf fnrh t~ 
c y v_- v_» l. tycu I— 


^tcat^taa^ 

cs. c y ci c- aaci 


a|-pf naa t" t~ t 


tttttttttt 


acattctata 

C* v — Ci C. Co C Cl C * — A 


farfaraaar 


ctaat ttt t a 

^y ^3 C- C C C- C- Ci 


t" at" at cat ac 


t" a a t~ 3 era a c a 


na 0 1" aaa t~ t~ t" 
yoc C- y y 0. c c i_ 


v- cic-j <- i ciy day c*. 




pat - aat t~ taa 


tatcttrarf 

C Cl > — < — ■ ' — C Ci V — C- 


t* t" at" caat aa 

c c c* 0 \ — a. c- aa 


at* caat t* t~ at" 

y V— * — ^y ^ c. C- c* c 


Co- C C C. Ci Co Cl 


tataactatt 

L> Cl. CLd\_> C C-j C- O 


nar t" t" t f r t* a 

y y c c c c c i_ ci 


ggtatttaat 


attctttttt 


ataacaactt 


tctaaacaca 


attattataa 


v» c^ci^ca^cj ci ci C' 


adddct LaLa 




/-~> 4- A t~ rrnt" 
ctcy Latyy t 


aactaaatta 


aaat" aaaaf t 

Ci Ci C- Ci — \ Ci Ci C. C. 


aat* aaat" t*ar* 


tatcttrcat 

C Ci C v — • Co 1 — Vo* V_» CI C 


t rrtat tat t 

c c- v_- c y c c ci c o 


aaa na t~ np ^ ^ 
yj y y y ddd 


CICJ Cl C. CoClvJ V*. C*. 


atfart"aapr 

Ci C 1 — Ci C^ C CICIC c-. 


tattcct ttt 

1 — Cl c c ^. — c c c c, c 


cat" aaaacar 

W CI L.UdUVj Co CICo. 


ct* t" aaaaaao 


art t" aaraor 
c* v_ c c.y y ^— c*y c-» 


a aaa araraf 
ciyy ci ci civ_ c*. c 


rctatttat t 

CC LuL. U LdL L. 


at a ^ t at tat 


acttgtataa 


atacatggat 


atttttatgt 


attgtactct 


ggcaatttaa 


aagaaaatca 


atcgtgccta 


ggttatgtgg 


tgactatttg 


agaatgtggc 


tattttgggg 


agaaaatt 


<210> 28 
<211> 345 
<212> PRT 
<213> Homo 


sapiens 





<400> 28 

Met Ser Leu Phe Gly Leu Leu Leu Leu 
1 5 

Arg Gin Gly Thr Gin Ala Glu Ser Asn 
20 25 



gcagtggctg 


at tctattag 


agaaegtatg 


1599 


get tcaagga 


cct t tcatct 


tcaggat t ta 


1659 


agaattagga 


gttgtgcaac 


age t cttt tg 


1719 


c t t caat cat 


aaaaaoaaaa 


ttaaatatta 


1779 


t taccatgta 


catattcrac 

^ — C- Ci C« C C- QAC 


taactaaat t 


1839 


aat aat at r*a 

^J^j C Ci Ci C- w. C^ Ci 


at acaaaaaa 

C- ci v— ■ ci^-j *y ci ca ci 


aaaapfat ac 

ci ci ci ci c c ^y c ^y 


1899 


uac c. C c. dddy 


ft pea tat pp 

c. L.c.cd Ly L. v_ c- . 






ttttactcat 

c» c> c> c* c^ c c% c 


attr"ar*atat 

Ci C- C C^ Cl C- Cl C> Ci c 


C- ci ci ci v — Co ay ci 


2019 


a a a a aaa arh 
cicici ciy y cicLc» c- 


a t at t act a t" 

ci >— y ^ c vy V— c ci c 


a^? ^ttap.act 

y dd L LdddC c 


2 079 


t fpaha 1 1 1 r» 

L LcdLdL L Lc 


t hah faaaah 

l_L.de. UclcicictL. 


LLL-LyL-CdLL 


Z 1 J o7 


a an^ns faaa 
cicicjciy 0. l. dci ci 


CCt P5 P5 ana 
c c- c. y ci ci. ci ciy ci 


. ?iciz±ci\~ cine* c\~ 


2199 


ttatttcatt 

C c. y C- LUcutt 


at at a cat 1 1 

C-CJ C cl V— Cl c c c 


ttatatt ct c 


2259 


atcttattaa 


atatatctat 


ttttaccaaa 

L L U L Ci \m* v.* Ct CICi 


2319 


aaat raart a 


tttttaactt 


aat aaat ttt 


2379 


aaaaataata 

WWtiy Ci C- v»4 OA C Ci 


taaaatatta 


t tac t ctaac 

C O ^-J C C Co C ^-0) CoV c 


2439 


act aaaat t a 


aat t aat eta 

*y ci c^ c ci ci c c c ^y . 


catt ttaaaa 

C— Ci C C C C Ci Ci Ci Ci 


24 99 


aaaoart ttt 


C v_j CICICICI C Cl Cl c 


t aaat tat ca 

C CICICI Ci C Cl C C Cl 


2559 


at aaaaaara 

ci c cicidddy c ci 


a^t t a t aaa a 

Ci v C C Ci C ^-4 Ci Ci Ci 


at PiciPi pat t~ c 

C- Ci^-j Cl \ — Cl C C Co 


2619 


1 1 acsaa?^ a 3 1 
*— ^-y y y y cicia. c 


c,y ciy w c-, l, ciy 


c t caas a a a a 
Co- cc.dy ddddd 


2 679 


1 1 pp t aa t a 
c c c, c c cj ci C- ci ci 


a neat rrct at 
ciycy tyu i— y l. 


y c i,y L-yvooCic-j Lo 




ggttttatta 


tcttaaactc 


tgttccatac 


2799 


acagaagtat 


gtctcttaac 


cagttcactt 


2859 


gtaaaatatt 


ttgcttgtaa 


aatgcttaat 


2919 


aatcaaaaat 


gtattgaatc 


atcaaataaa 


2979 
3007 



Thr Ser Ala Leu Ala Gly Gin 
10 15 

Leu Ser Ser Lys Phe Gin Phe 
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Ser Ser Asn Lys Glu Gin Asn Gly Val Gin Asp Pro Gin His Glu Arg 
35 40 45 

lie lie Thr Val Ser Thr Asn Gly Ser lie His Ser Pro Arg Phe Pro 
50 55 60 

His Thr Tyr Pro Arg Asn Thr Val Leu Val Trp Arg Leu Val Ala Val 
65 70 75 80 

Glu Glu Asn Val Trp lie Gin Leu Thr Phe Asp Glu Arg Phe Gly Leu 
85 90 95 

Glu Asp Pro Glu Asp. Asp lie Cys Lys Tyr Asp Phe Val Glu Val Glu 
100 " 105 " 110 



Glu Pro Ser Asp Gly Thr lie Leu Gly Arg Trp Cys Gly Ser Gly Thr 
115 120 125 

Val Pro Gly Lys Gin lie Ser Lys Gly Asn Gin lie Arg lie Arg Phe 
130 135 140 

Val. Ser Asp Glu Tyr Phe Pro Ser Glu Pro Gly Phe Cys lie His Tyr 
145 150 155 160 

Asn lie Val Met Pro Gin Phe Thr Glu Ala Val Ser Pro Ser Val Leu 
165 170 175 

Pro Pro Ser Ala Leu Pro Leu Asp Leu Leu Asn Asn Ala lie Thr Ala 
180 ~ 185 190. 

Phe Ser Thr Leu Glu Asp Leu lie Arg Tyr Leu Glu Pro Glu Arg Trp 
195 200 205 

Gin Leu Asp Leu Glu Asp Leu Tyr Arg Pro Thr Trp Gin Leu Leu Gly 
210 215 ~ 220 

Lys Ala Phe Val Phe Gly Arg Lys Ser Arg Val Val Asp Leu Asn Leu 
225 230 235 240 

Leu. Thr Glu Glu Val Arg Leu Tyr Ser Cys Thr Pro Arg Asn Phe Ser 
245 ' 250 255 

Val Ser lie Arg Glu Glu Leu Lys Arg Thr Asp Thr lie Phe Trp Pro 
260 265 270 

Gly Cys Leu Leu Val Lys Arg Cys Gly Gly Asn Cys Ala Cys Cys Leu 
275 " 280 " 285 

His Asn Cys Asn Glu Cys Gin Cys Val Pro Ser Lys Val Thr Lys Lys 
290 295 300 

Tyr His Glu Val Leu Gin Leu Arg Pro Lys Thr Gly Val Arg Gly Leu 
305 310 315 320 

His Lys Ser Leu Thr Asp Val Ala Leu Glu His His Glu Glu Cys Asp 
325 330 335 

Cys Val Cys Arg Gly Ser Thr Gly Gly 
340 345 
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<210> 29 
<211> 399 
<212> DNA 
<213> Orf virus 

<220> 

<221> CDS 

<222> (1) . . (399) 

<400> 29 

atg aag ttt etc gtc ggc ata ctg gta get gtg tgc ttg cac cag tat 48 

Met Lys Phe Leu Val Gly He Leu Val Ala Val Cys Leu His Gin Tyr 
15 10 15 

ctg ctg aac gcg gac age acg aaa aca tgg tec gaa gtg ttt gaa aac 96 
Leu Leu Asn Ala Asp Ser Thr Lys Thr Trp Ser Glu Val Phe Glu Asn 
20 25 30 

age ggg tgc aag cca agg ccg atg gtc ttt cga gta cac gac gag cac 144 
Ser Gly Cys Lys Pro Arg Pro Met Val Phe Arg Val His Asp Glu His 
35 40 45 

ccg gag eta act tct cag egg ttc aac ccg ccg tgt gtc acg ttg atg. 192 
Pro Glu Leu Thr Ser Gin Arg Phe Asn Pro Pro Cys Val Thr Leu Met 
50 55 60 

cga tgc ggc ggg tgc tgc aac gac gag age tta gaa tgc gtc ccc acg 24 0 
Arg Cys Gly Gly Cys Cys Asn Asp Glu Ser Leu Glu Cys Val Pro Thr 
65 70 75 80 

gaa gag gca aac gta acg atg caa etc atg gga gcg teg gtc tec ggt 288 
Glu Glu Ala Asn Val Thr Met Gin Leu Met Gly Ala Ser Val Ser Gly 
85 90 95 

ggt aac ggg atg caa cat ctg age ttc gta gag cat aag aaa tgc gat 33 6 
Gly Asn Gly Met Gin His Leu Ser Phe Val Glu His Lys Lys Cys Asp 
100 105 110 

tgt aaa cca cca etc acg ace acg cca ccg acg ace aca agg ccg ccc 384 
Cys Lys Pro Pro Leu Thr Thr Thr Pro Pro Thr Thr Thr Arg Pro Pro 
115 120 125 

aga aga cgc cgc tag 3 99 

Arg Arg Arg Arg 
130 



<210> 30 
<211> 132 
<212> PRT 
<213> Orf virus 

<400> 30 

Met Lys Phe Leu Val Gly He Leu Val Ala Val Cys Leu His Gin Tyr 
15 10 15 

Leu Leu Asn Ala Asp Ser Thr Lys Thr Trp Ser Glu Val Phe Glu Asn 
20 25 30 

Ser Gly Cys Lys Pro Arg Pro Met Val Phe Arg Val His Asp Glu His 
35 40 45 
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Pro Glu Leu Thr Ser Gin Arg Phe 
50 55 

Arg Cys Gly Gly Cys Cys Asn Asp 
65 • 70 

Glu Glu Ala Asn Val Thr Met Gin 
85 

Gly Asn Gly Met Gin His Leu Ser 
100 

Cys Lys Pro Pro Leu Thr Thr Thr 
115 120 

Arg Arg Arg Arg 
130 



Asn Pro Pro Cys Val Thr Leu Met 
60 

Glu Ser Leu Glu Cys Val Pro Thr 
75 80 

Leu Met Gly Ala Ser Val Ser Gly 
90 95 

Phe Val Glu His Lys Lys Cys Asp 
105 110 

Pro Pro Thr Thr Thr Arg Pro Pro 
125 
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